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Supplementary information, Fig. S8 Dynamics of NDRs at TSSs and TESs during
oocyte maturation. (a) Expression levels of genes with both TSS and TES NDRs (Both),
genes with only TSS-NDRs (TSS), genes with only TES-NDRs (TES) and genes with
no NDR (None) in GOs. (b) Analysis of motif enrichment for Tcl12, MyoD, E2A and
Ap4 of the TES-NDRs from each stage. (¢) Classification of genes into 4 groups
according to the existence of a TSS-NDR or a TES-NDR in the NGO and FGO stages.
The gene expression levels in single oocytes across five stages were shown. P-values

were defined by the two-tailed Student’s #-test.
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