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Supplementary information, Figure S8 | Isl1 and the Brg1-Baf60c complex induce
chromatin reorganization in CPCs. (a-d) Average ATAC-Seq tag intensities at TSS+/- 1kb of
cardiac development and differentiation genes (a, left panel), cardiac contraction genes (a, right
panel), as well as smooth muscle (b) and endothelial (c) development and differentiation genes

in E8.75 wild-type, Is/17- and Is/1-Cre*-Brg1™"embryos (n=3).



