Supplementary information, Fig. S2
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Supplementary information, Fig. S2| Cryo-EM density map of BRIL-NTSR1-Arr2-Fab30 com-
plex.

a, Density map (mesh) and the atomic model (ribbon) of NTSR1 with TM helices labeled (the box
showing TM4 with smaller contour level to show the continuous density). b, Cryo-EM density map of
the finger loop of Arr2. ¢, Density map (mesh, low-pass filtered to 4.5 A with a b-factor of -200 A2) and
the atomic model, showing partially separated 3-strands (B5, 36, B8 and 9) of Arr2. NTSR1 is colored
in brown, and Arr2 finger loop in green. Map contour levels are labeled in the figure panels.



