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Fig. S7: DNA methylation levels of repetitive elements and features of six SVA
subfamilies in male gonads.

a Boxplot showing the DNA methylation levels of various repeats at different
gestational time points using the scBS-seq data.

b Average DNA methylation levels, chromatin accessibility and expression levels of
six SVA subfamilies in male 21-week embryos. The expression levels were estimated

from the RNA-seq data for male 21-week embryos from our previous study’.





