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Fig. S3 Analysis of autosomal SNPs and INDELs in the ChinaMAP. a The ratios 

of transition to transversion (Ti/Tv) of autosomal SNPs identified in different 

provinces and geographical divisions of China. b The ratios of heterozygous to 

homozygous (Het/Hom) of autosomal SNPs identified in different provinces and 

geographical divisions of China. c The number of autosomal singleton SNPs 

identified in different provinces and geographical divisions of China. d The number 

of autosomal singleton INDELs identified in different provinces and geographical 

divisions of China. e The ratios of transition to transversion (Ti/Tv) of autosomal 

SNPs, ratio of heterozygous to homozygous (Het/Hom) of autosomal SNPs, number 

of autosomal singleton SNPs and INDELs identified in ethnic groups. f The number 

of autosomal singleton SNPs and INDELs identified in related and unrelated 

participants. 

 

 

 

 

 

 

 

 

 


