Supplementary information, Figure S8
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Fig. S8 Comparison of the effects of cancer characteristics on tumor-T interactions
after adoptive T cell transfer. a The percentage of infiltrating T cells of the tumor-
(left) and blood-derived (right) T cell transfer. b The percentage of targeted tumor cells
of the tumor-(left) and blood-derived (right) T cell transfer. ¢ The percentage of tumor-
T interactions relative to the theoretical numbers of the tumor-(left) and blood-derived
(right) T cell transfer. The statistical significance of TCR-pMHC affinity and the cancer
characteristics to the percentages of infiltrating T cells, targeted tumor cells, and tumor-
T interactions was evaluated by ANOVA analysis with repeated measures (by the
ranova function of Matlab R2016b), and the lower bound (LB) of the P-values of the

cancer types was displayed.



