
Supplementary information, Table S3 | Epitopes for all nAbs. Epitope residues 

involved in ACE2 binding are colored in blue, green or orange for those residues 

interacting with heavy chain, light chain or both chains of nAb, respectively. The 

interaction residues are defined by 4 Å distance cut-off. 
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ACE2 P2B-1A10 P5A-3A1 P5A-1B8 P5A-2G9 P5A-1B6 P2B-1A1 P5A-2G7 P5A-2F11 P5A-3C12 P5A-1B9
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