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Supplementary information, Fig. S5 | Representative cryo-EM image and
flowchart for cryo-EM data processing of S-ECD in complex with P5A-1B9. a
Representative electron micrograph and 2D class averages of cryo-EM particle
images. The scale bar in 2D class averages represent 10 nm. b Please refer to the

‘Data Processing’ in Methods section for details.





