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Fig. S2 aRBD-2 and aRBD-5 share three RBD contact residues but do not clash with
each other. The structure of aRBD-2: RBD complex is superimposed on that of aRBD-5:
RBD complex, and it shows that F456, N487 and Y489 of RBD interact with both aRBD-2
and aRBD-5. Specifically, the side chain of N487 and Y489 of RBD form two hydrogen
bonds with the side chain of R100 of aRBD-2, while the main chain of N487 of RBD forms
one hydrogen bond with the side chain of Y32 of aRBD-5, and F456 and Y489 of RBD form
a hydrophobic pocket together with L98 of aRBD-2 and Y31 of aRBD-5, respectively.



