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Fig. S9 Binding characterization of aRBD-2, aRBD-7, and aRBD-2-7 to the RBDs of
SARS-CoV-2 variants using ELISA. aRBD-2-Fc (a), aRBD-7-Fc (b), and aRBD-2-7-Fc (c)
binding to the RBDs of SARS-CoV-2 variants were characterized using ELISA. ECso were
calculated by fitting the ODuso values from the serially diluted antibody to a sigmoidal
dose-response curve. Error bars indicate mean =+ standard deviation (SD) from two
independent experiments.



