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Supplementary information, Fig. S12. Data collection and image processing of Rpd3S-
NCP167PPMLA R epresentative cryo-EM images, 2D classifications and flow-charts of the cryo-
EM images processing and 3D reconstruction for Rpd3S-NCP!67PMLA Rpd3S and NCP were
masked for particle subtraction and local refinement in cryoSPARC. Two focused maps were
combined into one map in Chimera X. The overall resolution of the combined maps was

estimated in Relion.
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