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Supplementary information, Fig. S8 Cavity entrance and lateral access of
substrate transport. a Electropositive residues along the translocation path of
outward-open OATP1BI1-apo and residues at the extracellular entrance are circled. b
The surface electrostatic potential shows an electropositive opening formed mainly by
EL9-10, EL5-6 and N-termini of TMS8 in outward-open structure. ¢ Cartoon

representation of OATP1B1-apo/B/S/D with lipid-like densities shown in mesh.



