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Fig. S7 The SF3a120 fragments that are anchored on the tri-snRNP in the

human ED pre-B and ED B complexes.

a The EM density map for the region of

SF3al20 that interacts with the tri-snRNP core domain in the human late ED pre-B

complex.

tri-snRNP core domain in the human early ED B complex.

b The EM density map for the region of SF3a120 that interacts with the

¢ Sequence alignment of

the newly identified region of SF3a120 from different species.



