ATG

TGA

CIPK 5 5

Target1

CIPK-CRKO1

CIPK-CRX©2

sgRNA1 PAM

WT TTTTATTCAGCTGATCAATGCAGIGEGATT -
At TTTTATTCABICTGATCAATGCAGTGGATT -
Dt TTTTATTCAGCTGATCAATGCAGTGGATT ---

WT TTTTATTCAGCTGATCAATGCAGTGGATT ---
At TTTTATTCAGCTGATCAATGCAGTGGATT -
Dt TTTTATTCAGCTGATCAATGCAGIGGATT ---

Target2

GTTECETTTAGAAGCACGCAGGCTAGTGT Ref
GTTECGCTTTAGAAGCACGCAGGCTAGTGT Deletion (1 bp)
GTTECCTTTEIGAAGCACGCAGGCTAGTGT Deletion (1 bp)

GTTEECTTTA - GAAGCACGCAGGCTAGTGT Ref

GTTCCCTTTABGAAGCACGCAGGCTAGTGT Insertion (1 bp)

GTTECCTTTA BBIAGCACGCAGGCTAGTGT Deletion (2 bp)
PAM sgRNA2

Supplementary information, Fig. S12. Sequence analysis of CIPK10 mutants
KO1 and KO2 at the target sites. The PAM motif is marked in green and C/IPK Ar
and CIPK10 Dr can be distinguished by the SNP. The purple color represents deletion

compared with WT.



