
 

Supplementary information, Fig. S6. RNA-seq analysis of Apc-silenced, Ctnnb1-silenced and 

Ptpn13 knockout CT26 tumors. a-c, Bar chart showing up- and down-regulated GO pathway analyses 

in indicated tumors using The Database for Annotation, Visualization, and Integrated Discovery 

(DAVID), ordered by -log10(p-value). d-f, Heatmap showing comparison of immune-related markers 

(left) and Wnt target genes (right) in indicated tumors. 

 


