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	Hypermethylated CpGs sites in obese women

	Target ID
	Gene name
	CHR
	Gene region
	Methylation level control
	Methylation level before diet
	Δ*
	p*

	cg20218135
	ABHD8
	19
	Body
	0.49±0.3
	0.80±0.05
	0.31
	0.0001

	cg00618312
	ELF1;ELF1
	13
	TSS200;5'UTR
	0.24±0.05
	0.51±0.23
	0.26
	0.0034

	cg12562822
	SLC6A19
	5
	Body
	0.32±0.27
	0.56±0.31
	0.24
	0.0047

	cg20796556
	RIOK3
	18
	TSS200
	0.34±0.04
	0.57±0.20
	0.23
	0.0037

	cg22724998
	
	15
	
	0.32±0.06
	0.55±0.22
	0.22
	0.0071

	cg21935083
	RAD50;RAD50
	5
	TSS1500;TSS1500
	0.31±0.02
	0.53±0.17
	0.22
	0.0016

	cg04861640
	ZNF187;ZNF187;ZNF187
	6
	TSS200;TSS200;TSS200
	0.40±0.04
	0.62±0.17
	0.21
	0.0019

	cg01035945
	ZNF323;ZNF323;ZKSCAN3
	6
	5'UTR;5'UTR;TSS1500
	0.25±0.03
	0.46±0.18
	0.21
	0.0027

	cg13991834
	BCL2L15
	1
	TSS200
	0.30±0.05
	0.51±0.19
	0.21
	0.0048

	cg17344340
	
	22
	
	0.35±0.04
	0.55±0.15
	0.20
	0.0016

	Hypomethylated CpGs sites in obese women

	cg15600437
	MFAP2;MFAP2
	1
	TSS1500;TSS1500
	0.70±0,21
	0.40±0.30
	-0.30
	0.0065

	cg06378561
	FSTL1
	3
	Body
	0.72±0.27
	0.44±0.26
	-0.28
	0.0021

	cg13935315
	ZNF443
	19
	Body
	0.74±0.25
	0.47±0.24
	-0.27
	0.0099

	cg24851651
	CCS
	11
	Body
	0.56±0.26
	0.32±0.27
	-0.24
	0.0052

	cg17744878
	MFAP2;MFAP2;MFAP2;MFAP2
	1
	TSS1500;TSS200;TSS200;TSS1500
	0.77±0.01
	0.53±0.28
	-0.24
	0.0002

	cg06070290
	DNAH11
	7
	Body
	0.92±0.02
	0.69±0.29
	-0.23
	0.0013

	cg13569207
	ZNF862
	7
	Body
	0.66±0.25
	0.43±0.20
	-0.23
	0.0013

	cg14351440
	MCF2;MCF2
	
	Body;TSS1500
	0.45±0.24
	0.22±0.18
	-0.22
	0.0047

	cg07258983
	
	18
	
	0.79±0.16
	0.56±0.21
	-0.22
	0.0013

	cg25209153
	
	3
	
	0.77±0.12
	0.56±0.20
	-0.21
	0.0073

	Values showed in average±standard deviation; CHR: chromosome; Δ*: variation between postoperative and control group; p*: comparing obese women ((before hypocaloric intervention) and control group (normal weight women)



