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	Hypermethylated CpGs sites in obese women after diet

	Target ID
	Gene name
	CHR
	Gene region
	Methylation level control
	Methylation level after diet
	Δ*
	p*

	cg00014112
	GYPC;GYPC
	2
	TSS200;TSS200
	0.15±0.3
	0.60±0.39
	0.45
	0.0018

	cg12307764
	RPUSD2
	15
	TSS200
	0.13±0.02
	0.57±0.38
	0.44
	0.0001

	cg00993824
	IL12RB2;IL12RB2
	1
	5'UTR;1stExon
	0.04±0.01
	0.48±0.42
	0.44
	0.0023

	cg18493069
	SNX3;SNX3
	6
	TSS200;TSS200
	0.10±0.02
	0.54±0.40
	0.43
	0.0011

	cg11378242
	FAM36A
	1
	Body
	0.05±0.01
	0.48±0.40
	0.43
	0.0011

	cg16203607
	DDX5
	17
	Body
	0.11±0.02
	0.54±0.37
	0.42
	0.0003

	cg20684973
	TAF5
	10
	TSS200
	0.14±0.02
	0.57±0.38
	0.42
	0.0026

	cg11844743
	KBTBD6
	13
	TSS1500
	0.09±0.02
	0.51±0.40
	0,42
	0.0047

	cg21060925
	ZNF260;ZNF260;ZNF260;ZNF260
	19
	5'UTR;5'UTR;5'UTR;5'UTR
	0.22±0.03
	0.64±0.32
	0,42
	0.0001

	cg18005928
	
	4
	
	0.07±0.01
	0.49±0.37
	0,41
	0.0013

	Hypomethylated CpGs sites in obese women after diet

	cg14378791
	MAPK15
	8
	TSS1500;TSS1500
	0.81±0.02
	0.71±0.22
	-0.10
	0.0008

	cg25569624
	CTNNAL1
	9
	Body
	0.76±0.03
	0.66±0.16
	-0.10
	0.0099

	cg19733042
	
	6
	Body
	0.75±0.03
	0.65±0.14
	-0.10
	0.0089

	cg14486632
	PDCD4;PDCD4
	10
	Body
	0.83±0.02
	0.73±0.11
	-0.10
	0.0099

	cg07474477
	FLCN;FLCN;FLCN;FLCN
	17
	TSS1500;TSS200;TSS200;TSS1500
	0.89±0.01
	0.79±0.17
	-0.10
	0.0013

	cg13495918
	CA5A
	16
	Body
	0.96±0.02
	0.86±0.14
	-0.10
	0.0058

	cg16324184
	C17orf61
	17
	Body
	0.87±0.01
	0.77±0.19
	-0.10
	0.0099

	cg22690188
	RFTN1
	3
	Body;TSS1500
	0.49±0.02
	0.39±0.18
	-0.10
	0.0021

	cg08259276
	NARS2;NARS2;NARS2
	11
	
	0.80±0.02
	0.70±0.22
	-0.10
	0.0016

	cg14535332
	GFER
	16
	
	0.23±0.10
	0.13±0.06
	-0.10
	0.0003

	showed in average±standard deviation; CHR: chromosome; Δ*: variation between postoperative and control group; p*: comparing obese women and control group (normal weight women)



