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	Hypomethylated CpGs sites in obese women after diet

	Target ID
	Gene name
	CHR
	Gene region
	Methylation level before diet
	Methylation level after diet
	Δ*
	p*

	cg18124201
	SULF2;SULF2;SULF2;SULF2;SULF2
	20
	1stExon;1stExon;5'UTR;TSS200;5'UTR
	0.15±0.16
	0.51±0.37
	0.35
	0.0039

	cg00226931
	GAL;GAL
	11
	1stExon;5'UTR
	0.01±0.01
	0.51±0.37
	0.35
	0.0087

	cg13177830
	
	8
	
	0.01±0.01
	0.51±0.37
	0.35
	0.0087

	cg11424472
	
	17
	
	0.02±0.02
	0.51±0.37
	0.35
	0.0087

	cg08460226
	SNORD2;EIF4A2
	3
	TSS1500;TSS1500
	0.02±0.03
	0.51±0.37
	0.35
	0.0039

	cg01307092
	SPRYD3
	12
	TSS1500
	0.01±0.01
	0.51±0.37
	0.35
	0.0039

	cg25309564
	C22orf41
	22
	TSS200
	0.03±0.04
	0.51±0.37
	0.35
	0.0087

	cg17080534
	ATF3;ATF3;ATF3
	1
	TSS1500;TSS1500;5'UTR
	0.02±0.05
	0.51±0.37
	0.35
	0.0087

	cg13338137
	
	13
	
	0.17±0.18
	0.51±0.38
	0.33
	0.0039

	cg04435719
	
	6
	
	0.17±0.19
	0.50±0.36
	0.32
	0.0087

	Hypermethylated CpGs sites in obese women after diet

	cg08702011
	
	16
	
	0.78±0.27
	0.61±0.32
	-0.17
	0.0051

	cg27455098
	DOCK1
	10
	3'UTR
	0.78±0.25
	0.59±0.32
	-0.19
	0.0067

	cg15549821
	PLEKHA4;PLEKHA4
	19
	Body;Body
	0.54±0.21
	0.40±0.20
	-0.14
	0.0051

	cg10462897
	
	16
	
	0.64±0.23
	0.48±0.19
	-0.16
	0.0067

	cg13679714
	ENPP7
	17
	Body
	0.37±0.10
	0.27±0.13
	-0.11
	0.0088

	cg08524474
	ARHGAP22
	10
	TSS200
	0.33±0.05
	0.23±0.07
	-0.10
	0.0030

	cg23280506
	
	17
	
	0.46±0.10
	0.26±0.21
	-0.20
	0.0065

	cg22964396
	
	11
	
	0.37±0.06
	0.24±0.12
	-0.13
	0.0096

	cg06595632
	
	5
	
	0.26±0.05
	0.15±0.11
	-0.10
	0.0058

	cg23193446
	NMT2
	10
	TSS200
	0.30±0.4
	0.17±0.11
	-0.14
	0.0039

	Values showed in average±standard deviation; CHR: chromosome; Δ*: variation between postoperative and control group; p*: comparing obese women before and after diet



