Supplemental Table 1: Example menus for portfolio and control dietary patterns
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Supplemental Table 2: Mean intake of baseline diets of the participants in each study

	
	Study one (n=34, cross-over design)
	Study two (n=25, parallel design)

	
	Portfolio
	Control
	Statin
	Portfolio
	Control

	Energy, kcal/day
	1829
	1903
	1766
	2020
	1818

	Total protein, %E
	17.8
	18.0
	18.0
	18.1
	17.8

	Vegetable protein, %E
	8.1
	7.8
	8.5
	8.0
	8.3

	Available CHO, %E
	49.4
	53.9
	50.3
	50.0
	51.6

	Fiber, g/d
	28
	30
	29
	33
	30

	Total fat, %E
	30.3
	26.1
	30.3
	27.0
	25.0

	Saturated fat, %E
	8.1
	7.0
	7.6
	7.4
	6.1

	Monounsaturated fat, %E
	13.1
	10.9
	13.6
	10.5
	10.6

	Polyunsaturated fat, %E
	6.6
	5.7
	6.4
	6.4
	6.0

	Cholesterol, mg/d
	161
	190
	142
	167
	154

	Alcohol, g/d
	8.0
	6.0
	3.0
	3.0
	5.3

	Clinical portfolio diet score (cPDS), 0-20 points
	3.4
	3.9
	3.7
	3.0
	2.8

	Plant protein, 0-5 points
	0.8
	0.9
	0.9
	0.9
	0.8

	Almonds, 0-5 points
	1.3
	1.6
	1.5
	0.9
	1.2

	Viscous fiber, 0-5 points
	1.1
	1.2
	1.1
	0.9
	0.8

	Phytosterols, 0-5 points
	0.2
	0.2
	0.2
	0.3
	0.0


The values represent foods consumed at baseline determined via 7-day diet records completed by the study participants. The cPDS represents overall adherence to the portfolio diet, and for the individual components: 1 plant protein point = 10g of legume protein, 1 almond point = 9g of almonds, 1 viscous fiber point = 4g viscous fiber, 1 phytosterol point = 400mg from supplements and fortified foods.















Supplemental Figure 1: Significant metabolites that changed with the control diet intervention from baseline in study one
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(a) Metabolite classes of the 94 metabolites significantly changed after the control diet intervention from a total of 496 metabolites assessed. (b) Volcano plot of mean difference in plasma metabolites over 4 weeks after consumption of the control diet from baseline. Significant metabolites were estimated from 34 participants via linear mixed models and included a Bonferroni adjustment for multiple testing (p<0.0001). The models (per 1-SD increment in each metabolite) incorporated participant-specific intercepts as a random effect and the fixed effects were diet, time (week), and the interaction between time and diet (diet x week), adjusted for phase. See Supplemental Table 4 for full list of significant metabolites.

Supplemental Figure 2: Significant metabolites that changed with the statin plus control diet intervention from baseline in study one
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(a) Metabolite classes of the 159 metabolites significantly changed after the statin plus control diet intervention from a total of 496 metabolites assessed. (b) Volcano plot of mean difference in plasma metabolites over 4 weeks after consumption of the statin plus control diet from baseline. Significant metabolites were estimated from 34 participants via linear mixed models and included a Bonferroni adjustment for multiple testing (p<0.0001). The models (per 1-SD increment in each metabolite) incorporated participant-specific intercepts as a random effect and the fixed effects were diet, time (week), and the interaction between time and diet (diet x week), adjusted for phase. See Supplemental Table 5 for full list of the significant metabolites. 
Supplemental Figure 3: Significant metabolites that changed with the control diet intervention from baseline in study two
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(a) Metabolite classes of the 11 metabolites significantly changed after the control diet intervention from a total of 496 metabolites assessed. (b) Volcano plot of mean difference in plasma metabolites over 4 weeks after consumption of the control diet from baseline. Significant metabolites were estimated from 25 participants via linear mixed models and included a Bonferroni adjustment for multiple testing (p<0.0001). The models (per 1-SD increment in each metabolite) incorporated participant-specific intercepts as a random effect and the fixed effects were diet, time (week), and the interaction between time and diet (diet x week). See Supplemental Table 7 for full list of significant metabolites.
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Table 4. Representative Diets Followed In Control/Statin and Dietary Portfolo Treatment

Groups

Control/Statin Dietary Portiolio
Broakfast
Raisin bran cereal Hot ot bran oereal
Sham ik Soy beverage
‘Strawberies Strawberes
Fat-res vanila yoourt Sugar and peylum
Double-fritjam Oat bran bread
Enviched margarinet
Double-futjam
‘Snack”
Bran mufin Amonds
Tight margarine Soy beverage
Fresh fuit Frosh it
Lunch
taan noodie soup with vegetables ‘Spicy black bean soup

Sandvich (giled fat-free chesss, whole-wheat
bread, ight margarine)

‘Sandich (soy del sices, oat bran bread,
‘enriched margarnet, letuce, tomato,

Salad (mixed greens and lefiuce, fomato,
‘cucumber, od and vinegar dressing)

‘Snack”
Bran mufin Amonds
ight margarine Peylium
Fresh fuit Frosh it

Eog omelstte (egg white, egg subsitte,
fat-froe cheese, green peppers, onions,
saffower oi)

Tou bake with ratatoule frm tofu, eggplant,
‘onions, sweet peppers)

Pasta primavera

Poarted barky

Vegetables feg, brocco, caulfiowsr)

egetables (eg, broccol, caulfiowsr)

‘Snack

Fresh it Frosh fuit

‘Sham milc Psylum
Soy beverage

*Srecks oo be slen Wi meas  desied.
Eagarna was et wih plan Sarct.
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