[bookmark: _GoBack]Table S1: Primer pairs

	Vector assembly
	EFEMP1 Forward
	CACGTACACGCAATGCACTG

	
	EFEMP1 Reverse 
	GTCAAGATATAAATGAGTGT

	qPCR 
	EFEMP1 Forward 
	CACGTACACGCAATGCACTG

	
	EFEMP1 Reverse 
	GCCTTCCGAAAACAGCCCAG

	
	GAPDH Forward
	GGTCACCAGGGCTGCTTTTA

	
	GAPDH Reverse
	TTCCCGTTCTCAGCCTTGAC






Figure S1: Sequence alignments of pGEM-T-EFEMP1 clones 1 to 7 against reference sequence
[image: ]
Sequence alignments show individual clones of the EFEMP1 fragment, encompassing both variant loci, contain either the c.320_324del or the c.615T>A variant. The two variants were not seen together, showing they are on separate alleles.  
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