Supplementary Table 3A: CYP1A2 alleles stratified by predicted metabolic capacity 
	Metabolic capacity
	Allele number#

	fully functional
	*1A
*1B
*1D
*1E
*1J
*1L
*1V
*1W

	Increased inducibility
	*1F

	Reduced functionality
	*1C

	Reduced or non-functional
	*1K
*3
*4
*6
*7














# The *-alleles mentioned in the table above are characterised by the following sequence variations:
*1A: defined as the allele without variations affecting enzyme activity (in clinical practice as the allele without any of the determined variations). 
*1B: rs-number: rs2470890; NM_000761.4:c.1548T>C; NP_000752.2:p.(Asn516=); NC_000015.10:g.74755085T>C   
*1C: rs-number: rs2069514; no cDNA notation availablea; protein sequence not changed; NC_000015.9:g.75038220G>A
*1D: rs-number: rs35694136; NM_000761.4:c.-1635del; protein sequence not changed; NC_000015.9:g.75039613del
*1E: rs-number: rs2069526; NC_000015.9(NM_000761.4):c.-10+103T>G; protein sequence not changed; NC_000015.9:g.75041341T>G
*1F: rs-number: rs762551; NC_000015.9(NM_000761.4):c.-9-154C>Ab; protein sequence not changed; NC_000015.9:g.75041917C>A
*1J: rs-numbers: rs762551 and rs2069526; NC_000015.9(NM_000761.4):c.[-10+103T>G; -9-154C>Ab]; protein sequence not changed; NC_000015.9:g.[75041341T>G; 75041917C>A]
*1K: rs-numbers: rs762551, rs12720461 and rs2069526; NC_000015.9(NM_000761.4):c.[-10+103T>G; -10+113C>T; -9-154C>Ab]; protein sequence not changed; NC_000015.9:g.[75041341T>G; 75041351C>T; 75041917C>A]
*1L: rs-numbers: rs2069514, rs35694136, rs762551 and rs2470890; no cDNA notation available; NP_000752.2:p.(Asn516=); NC_000015.10:g.[74745879G>A; 74747272del; 74749576C>A; 74755085T>C]
*1V: rs-numbers: rs35694136 and rs762551; NC_000015.9(NM_000761.4):c.[-1635del; -9-154C>Ab]; protein sequence not changed; NC_000015.9:g.[75039613del; 75041917C>A]
*1W: rs-numbers: rs35694136, rs2069526 and rs762551; NC_000015.9(NM_000761.4):c.[-1635del; -10+103T>G; -9-154C>Ab]; protein sequence not changed; NC_000015.9:g.[75039613del; 75041341T>G; 75041917C>A] in addition to unannotated SNP -3113A>Gc 
*3: rs-numbers: rs56276455 and rs2470890; NM_000761.4:c.[1042G>A; 1548T>C]; NP_000752.2:p.(Asp348Asn; Asn516=); NC_000015.10:g.[74751854G>A; 74755085T>C]
*4: rs-number: rs72547516; NM_000761.4:c.1156A>T; NP_000752.2:p.(Ile386Phe); NC_000015.9:g.75044578A>T
*6: rs-number: rs28399424; NM_000761.4:c.1291C>T; NP_000752.2:p.(Arg431Trp); NC_000015.9:g.75047169C>T
*7: rs-number: rs56107638; NC_000015.9(NM_000761.4):c.1253+1G>A; protein sequence not available (splicing defect); NC_000015.9:g.75045612G>A

a There is no cDNA notation available for rs2069514 due to the large distance of the nucleotide change from the start of transcription. However, this variant is commonly referred to in a pseudo-cDNA-notation in literature: 
-3860G>A, with 3860 being the distance from the sequence variation to the startcodon in the genomic DNA. 
b In literature, this variant is commonly referred to in a pseudo-cDNA-notation: -163C>A, with 163 being the distance from the sequence variation to the startcodon in the genomic DNA.  
c Reference: Ghotbi R, Christensen M, Roh H-K, Ingelman-Sundberg M, Aklillu E, Bertilsson L. Comparisons of CYP1A2 genetic polymorphisms, enzyme activity and the genotype-phenotype relationship in Swedes and Koreans. Eur J Clin Pharmacol. 2007 Jun;63(6):537–46. 
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Supplementary Table 3B: Ethnic variation in prevalence of CYP1A2 genotypes and genotype groups and gene variant frequency (1–5)

	
	
	Prevalence of genotype/
genotype group (%)#
	Gene variant frequency (%)

	Population group
	Country/region
	*1F/*1F
	*1A/*1F
	NM
	*1F$,*
	*1C@

	White
	
	
	
	
	
	

	
	The Netherlands
	43
	45
	12
	65 
	2.3 

	
	Norway
	
	
	
	69
	

	
	Finland
	
	
	
	69 
	5

	
	Europe without Finland
	
	
	
	71 
	1.3

	Asian
	Turkey
	
	
	
	
	4 

	
	Japan
	
	
	
	
	21-25

	
	East Asia
	
	
	
	66
	27

	
	South Asia
	
	
	
	58
	9

	African
	
	
	
	
	
	7 

	
	African/African-American
	
	
	
	61
	27

	Latin-American/ American, mixed ethnicity
	
	
	
	
	70
	27

	Ashkenazi Jewish
	
	
	
	
	68
	3



# Calculated based on the gene variant frequency of *1F, thus assuming that all *1F gene variants occur in a *1F allele. This appears to be mostly the case for the Dutch situation. The 2.3% alleles with the *1C gene variant also have a *1F gene variant (*1L alleles) (see note d). However, this would correspond to just 3.5% of the *1F gene variants.
$ In Koreans, the *1F gene variant occurs primarily in the *1L and *1V alleles and therefore the *1F gene variant frequency is much higher than the frequency for the *1F allele. This may also play a role for the other non-Whites. For Whites, the frequencies of the *1F gene variant and the *1F allele do appear to correspond well.
* Zhou 2010 lists a frequency < 50% for the *1F gene variant in Germany. However, the study on which this is based (Sachse 1999) found a frequency > 50%. It appears that Zhou 2010 lists the frequency of *1A here instead of *1F. For this reason, the data from Zhou 2010 about the *1F gene variant frequencies have not been included in the table above.
@ In the Dutch studies, the *1C gene variant was present in the *1L allele instead of the *1C allele. This is not known for the other studies.
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[bookmark: _GoBack]Supplementary Table 3C: CYP1A2 genotype to predicted phenotype or genotype group translation to be programmed into laboratory information system

	Genotype
	rs number variants
	Nucleotide at position
	Predicted phenotype/
genotype group#

	CYP1A2: WILDTYPE/WILDTYPE
(*1A/*1A)
	CYP1A2_ rs2069514
CYP1A2_ rs2069526
CYP1A2_ rs2470890
CYP1A2_ rs35694136
CYP1A2_ rs762551
CYP1A2_-3113A>G
	G:G
T:T
T:T
T:T
C:C
A:A
	NORMAL METABOLISER

	CYP1A2: WILDTYPE/*1B
(*1A/*1B)
	CYP1A2_ rs2069514
CYP1A2_ rs2069526
CYP1A2_ rs2470890
CYP1A2_ rs35694136
CYP1A2_ rs762551
CYP1A2_-3113A>G
	G:G
T:T
C:T
T:T
C:C
A:A
	NORMAL METABOLISER

	CYP1A2: WILDTYPE/*1C
(*1A/*1C)
	CYP1A2_ rs2069514
CYP1A2_ rs2069526
CYP1A2_ rs2470890
CYP1A2_ rs35694136
CYP1A2_ rs762551
CYP1A2_-3113A>G
	G:A
T:T 
T:T
T:T 
C:C 
A:A 
	*1C HETEROZYGOUS

	CYP1A2: WILDTYPE/*1D
(*1A/*1D)
	CYP1A2_ rs2069514
CYP1A2_ rs2069526
CYP1A2_ rs2470890
CYP1A2_ rs35694136
CYP1A2_ rs762551
CYP1A2_-3113A>G
	G:G
T:T 
T:T
T:-
C:C 
A:A 
	NORMAL METABOLISER

	CYP1A2: WILDTYPE/*1E
(*1A/*1E)
	CYP1A2_ rs2069514
CYP1A2_ rs2069526
CYP1A2_ rs2470890
CYP1A2_ rs35694136
CYP1A2_ rs762551
CYP1A2_-3113A>G
	G:G
T:G
T:T
T:T
C:C
A:A
	NORMAL METABOLISER

	CYP1A2: WILDTYPE/*1F
(*1A/*1F)
	CYP1A2_ rs2069514
CYP1A2_ rs2069526
CYP1A2_ rs2470890
CYP1A2_ rs35694136
CYP1A2_ rs762551
CYP1A2_-3113A>G
	G:G
T:T 
T:T
T:T 
C:A
A:A
	*1A/*1F

	CYP1A2: WILDTYPE/*1J and WILDTYPE/*1E WILDTYPE/*1F
(*1A/*1J and *1E/*1F)
	CYP1A2_ rs2069514
CYP1A2_ rs2069526
CYP1A2_ rs2470890
CYP1A2_ rs35694136
CYP1A2_ rs762551
CYP1A2_-3113A>G
	G:G
T:G
T:T
T:T
C:A
A:A
	NORMAL METABOLISER

or

*1A/*1F

	CYP1A2: WILDTYPE/*1L 
(*1A/*1L)
	CYP1A2_ rs2069514
CYP1A2_ rs2069526
CYP1A2_ rs2470890
CYP1A2_ rs35694136
CYP1A2_ rs762551
CYP1A2_-3113A>G
	G:A
T:T 
T:C
T:T
C:A
A:A
	NORMAL METABOLISER


	CYP1A2: WILDTYPE/*1V and WILDTYPE/*1D WILDTYPE/*1F
(*1A/*1V and *1D/*1F)
	CYP1A2_ rs2069514
CYP1A2_ rs2069526
CYP1A2_ rs2470890
CYP1A2_ rs35694136
CYP1A2_ rs762551
CYP1A2_-3113A>G
	G:G
T:T 
T:T 
T:-
C:A
A:A
	NORMAL METABOLISER

or

*1A/*1F

	CYP1A2: WILDTYPE/*1W
(*1A/*1W)
	CYP1A2_ rs2069514
CYP1A2_ rs2069526
CYP1A2_ rs2470890
CYP1A2_ rs35694136
CYP1A2_ rs762551
CYP1A2_-3113A>G
	G:G
T:G
T:T 
T:-
C:A
A:G
	NORMAL METABOLISER

	CYP1A2: *1B/*1B
(*1B/*1B)
	CYP1A2_ rs2069514
CYP1A2_ rs2069526
CYP1A2_ rs2470890
CYP1A2_ rs35694136
CYP1A2_ rs762551
CYP1A2_-3113A>G
	G:G
T:T 
C:C 
T:T 
C:C 
A:A 
	NORMAL METABOLISER

	CYP1A2: WILDTYPE/*1B WILDTYPE/*1C
(*1B/*1C)
	CYP1A2_ rs2069514
CYP1A2_ rs2069526
CYP1A2_ rs2470890
CYP1A2_ rs35694136
CYP1A2_ rs762551
CYP1A2_-3113A>G
	G:A
T:T 
T:C 
T:T 
C:C 
A:A 
	*1C HETEROZYGOUS

	CYP1A2: WILDTYPE/*1B WILDTYPE/*1D
(*1B/*1D)
	CYP1A2_ rs2069514
CYP1A2_ rs2069526
CYP1A2_ rs2470890
CYP1A2_ rs35694136
CYP1A2_ rs762551
CYP1A2_-3113A>G
	G:G
T:T 
T:C 
T:- 
C:C
A:A
	NORMAL METABOLISER

	CYP1A2: WILDTYPE/*1B WILDTYPE/*1E
(*1B/*1E)
	CYP1A2_ rs2069514
CYP1A2_ rs2069526
CYP1A2_ rs2470890
CYP1A2_ rs35694136
CYP1A2_ rs762551
CYP1A2_-3113A>G
	G:G
T:G
T:C
T:T 
C:C 
A:A 
	NORMAL METABOLISER

	CYP1A2: WILDTYPE/*1B WILDTYPE/*1F
(*1B/*1F)
	CYP1A2_ rs2069514
CYP1A2_ rs2069526
CYP1A2_ rs2470890
CYP1A2_ rs35694136
CYP1A2_ rs762551
CYP1A2_-3113A>G
	G:G
T:T 
T:C 
T:T 
C:A
A:A
	*1A/*1F

	CYP1A2: WILDTYPE/*1B WILDTYPE/*1J
(*1B/*1J)
	CYP1A2_ rs2069514
CYP1A2_ rs2069526
CYP1A2_ rs2470890
CYP1A2_ rs35694136
CYP1A2_ rs762551
CYP1A2_-3113A>G
	G:G 
T:G 
T:C 
T:T 
C:A
A:A
	NORMAL METABOLISER

	CYP1A2: WILDTYPE/*1B WILDTYPE/*1L
(*1B/*1L)
	CYP1A2_ rs2069514
CYP1A2_ rs2069526
CYP1A2_ rs2470890
CYP1A2_ rs35694136
CYP1A2_ rs762551
CYP1A2_-3113A>G
	G:A
T:T 
C:C 
T:-
C:A
A:A
	NORMAL METABOLISER

	CYP1A2: WILDTYPE/*1B WILDTYPE/*1V
(*1B/*1V)
	CYP1A2_ rs2069514
CYP1A2_ rs2069526
CYP1A2_ rs2470890
CYP1A2_ rs35694136
CYP1A2_ rs762551
CYP1A2_-3113A>G
	G:G
T:T 
T:C 
T:-
C:A
A:A
	NORMAL METABOLISER

	CYP1A2: WILDTYPE/*1B WILDTYPE/*1W
(*1B/*1W)
	CYP1A2_ rs2069514
CYP1A2_ rs2069526
CYP1A2_ rs2470890
CYP1A2_ rs35694136
CYP1A2_ rs762551
CYP1A2_-3113A>G
	G:G
T:G
T:C
T:-
C:A
A:G
	NORMAL METABOLISER

	CYP1A2: *1C/*1C
(*1C/*1C)
	CYP1A2_ rs2069514
CYP1A2_ rs2069526
CYP1A2_ rs2470890
CYP1A2_ rs35694136
CYP1A2_ rs762551
CYP1A2_-3113A>G
	A:A
T:T 
T:T
T:T 
C:C 
A:A 
	*1C/*1C

	CYP1A2: WILDTYPE/*1C WILDTYPE/*1D
(*1C/*1D)
	CYP1A2_ rs2069514
CYP1A2_ rs2069526
CYP1A2_ rs2470890
CYP1A2_ rs35694136
CYP1A2_ rs762551
CYP1A2_-3113A>G
	A:G 
T:T 
T:T
T:-
C:C
A:A
	*1C HETEROZYGOUS

	CYP1A2: WILDTYPE/*1C WILDTYPE/*1E
(*1C/*1E)
	CYP1A2_ rs2069514
CYP1A2_ rs2069526
CYP1A2_ rs2470890
CYP1A2_ rs35694136
CYP1A2_ rs762551
CYP1A2_-3113A>G
	A:G
T:G
T:T
T:T 
C:C 
A:A 
	*1C HETEROZYGOUS

	CYP1A2: WILDTYPE/*1C WILDTYPE/*1F
(*1C/*1F)
	CYP1A2_ rs2069514
CYP1A2_ rs2069526
CYP1A2_ rs2470890
CYP1A2_ rs35694136
CYP1A2_ rs762551
CYP1A2_-3113A>G
	A:G 
T:T 
T:T
T:T 
C:A
A:A
	*1C HETEROZYGOUS

	CYP1A2: WILDTYPE/*1C WILDTYPE/*1J
(*1C/*1J)
	CYP1A2_ rs2069514
CYP1A2_ rs2069526
CYP1A2_ rs2470890
CYP1A2_ rs35694136
CYP1A2_ rs762551
CYP1A2_-3113A>G
	A:G
T:G
T:T
T:T
C:A
A:A
	*1C HETEROZYGOUS

	CYP1A2: WILDTYPE/*1C WILDTYPE/*1L
(*1C/*1L)
	CYP1A2_ rs2069514
CYP1A2_ rs2069526
CYP1A2_ rs2470890
CYP1A2_ rs35694136
CYP1A2_ rs762551
CYP1A2_-3113A>G
	A:A
T:T
T:C
T:-
C:A
A:A 
	*1C HETEROZYGOUS

	CYP1A2: WILDTYPE/*1C WILDTYPE/*1V
(*1C/*1V)
	CYP1A2_ rs2069514
CYP1A2_ rs2069526
CYP1A2_ rs2470890
CYP1A2_ rs35694136
CYP1A2_ rs762551
CYP1A2_-3113A>G
	A:G 
T:T 
T:T 
T:-
C:A
A:A
	*1C HETEROZYGOUS

	CYP1A2: WILDTYPE/*1C WILDTYPE/*1W
(*1C/*1W)
	CYP1A2_ rs2069514
CYP1A2_ rs2069526
CYP1A2_ rs2470890
CYP1A2_ rs35694136
CYP1A2_ rs762551
CYP1A2_-3113A>G
	A:G
T:G
T:T 
T:-
C:A
A:G
	*1C HETEROZYGOUS

	CYP1A2: *1D/*1D
(*1D/*1D)
	CYP1A2_ rs2069514
CYP1A2_ rs2069526
CYP1A2_ rs2470890
CYP1A2_ rs35694136
CYP1A2_ rs762551
CYP1A2_-3113A>G
	G:G
T:T
T:T 
-:-
C:C
A:A
	NORMAL METABOLISER

	CYP1A2: WILDTYPE/*1D WILDTYPE/*1E
(*1D/*1E)
	CYP1A2_ rs2069514
CYP1A2_ rs2069526
CYP1A2_ rs2470890
CYP1A2_ rs35694136
CYP1A2_ rs762551
CYP1A2_-3113A>G
	G:G
T:G
T:T 
-:T 
C:C
A:A
	NORMAL METABOLISER

	CYP1A2: WILDTYPE/*1D WILDTYPE/*1J and WILDTYPE/*1E WILDTYPE/*1V
(*1D/*1J and *1E/*1V)
	CYP1A2_ rs2069514
CYP1A2_ rs2069526
CYP1A2_ rs2470890
CYP1A2_ rs35694136
CYP1A2_ rs762551
CYP1A2_-3113A>G
	G:G
T:G
T:T
-:T 
C:A
A:A
	NORMAL METABOLISER

	CYP1A2: WILDTYPE/*1D WILDTYPE/*1L
(*1D/*1L)
	CYP1A2_ rs2069514
CYP1A2_ rs2069526
CYP1A2_ rs2470890
CYP1A2_ rs35694136
CYP1A2_ rs762551
CYP1A2_-3113A>G
	G:A
T:T
T:C
-:-
C:A
A:A
	NORMAL METABOLISER

	CYP1A2: WILDTYPE/*1D WILDTYPE/*1V
(*1D/*1V)
	CYP1A2_ rs2069514
CYP1A2_ rs2069526
CYP1A2_ rs2470890
CYP1A2_ rs35694136
CYP1A2_ rs762551
CYP1A2_-3113A>G
	G:G
T:T 
T:T 
-:-
C:A
A:A
	NORMAL METABOLISER

	CYP1A2: WILDTYPE/*1D WILDTYPE/*1W
(*1D/*1W)
	CYP1A2_ rs2069514
CYP1A2_ rs2069526
CYP1A2_ rs2470890
CYP1A2_ rs35694136
CYP1A2_ rs762551
CYP1A2_-3113A>G
	G:G
T:G
T:C
-:-
C:A
A:G
	NORMAL METABOLISER

	CYP1A2: *1E/*1E
(*1E/*1E)
	CYP1A2_ rs2069514
CYP1A2_ rs2069526
CYP1A2_ rs2470890
CYP1A2_ rs35694136
CYP1A2_ rs762551
CYP1A2_-3113A>G
	G:G 
G:G
T:T 
T:T
C:C
A:A
	NORMAL METABOLISER

	CYP1A2: WILDTYPE/*1E WILDTYPE/*1J
(*1E/*1J)
	CYP1A2_ rs2069514
CYP1A2_ rs2069526
CYP1A2_ rs2470890
CYP1A2_ rs35694136
CYP1A2_ rs762551
CYP1A2_-3113A>G
	G:G
G:G
T:T 
T:T
C:A
A:A
	NORMAL METABOLISER

	CYP1A2: WILDTYPE/*1E WILDTYPE/*1L
(*1E/*1L)
	CYP1A2_ rs2069514
CYP1A2_ rs2069526
CYP1A2_ rs2470890
CYP1A2_ rs35694136
CYP1A2_ rs762551
CYP1A2_-3113A>G
	G:A
G:T
T:C
T:-
C:A
A:A
	NORMAL METABOLISER

	CYP1A2: WILDTYPE/*1E WILDTYPE/*1W
(*1E/*1W)
	CYP1A2_ rs2069514
CYP1A2_ rs2069526
CYP1A2_ rs2470890
CYP1A2_ rs35694136
CYP1A2_ rs762551
CYP1A2_-3113A>G
	G:G
G:G
T:T 
T:-
C:A
A:G
	NORMAL METABOLISER

	CYP1A2: *1F/*1F
(*1F/*1F)
	CYP1A2_ rs2069514
CYP1A2_ rs2069526
CYP1A2_ rs2470890
CYP1A2_ rs35694136
CYP1A2_ rs762551
CYP1A2_-3113A>G
	G:G
T:T 
T:T 
T:T
A:A
A:A
	*1F/*1F (MOST PREVALENT)

	CYP1A2: WILDTYPE/*1F WILDTYPE/*1J
(*1F/*1J)
	CYP1A2_ rs2069514
CYP1A2_ rs2069526
CYP1A2_ rs2470890
CYP1A2_ rs35694136
CYP1A2_ rs762551
CYP1A2_-3113A>G
	G:G
T:G
T:T 
T:T
A:A
A:A
	*1A/*1F

	CYP1A2: WILDTYPE/*1F WILDTYPE/*1L
(*1F/*1L)
	CYP1A2_ rs2069514
CYP1A2_ rs2069526
CYP1A2_ rs2470890
CYP1A2_ rs35694136
CYP1A2_ rs762551
CYP1A2_-3113A>G
	G:A
T:T
T:C
T:-
A:A
A:A
	*1A/*1F

	CYP1A2: WILDTYPE/*1F WILDTYPE/*1V
(*1F/*1V)
	CYP1A2_ rs2069514
CYP1A2_ rs2069526
CYP1A2_ rs2470890
CYP1A2_ rs35694136
CYP1A2_ rs762551
CYP1A2_-3113A>G
	G:G
T:T 
T:T 
T:-
A:A
A:A
	*1A/*1F

	CYP1A2: WILDTYPE/*1F WILDTYPE/*1W
(*1F/*1W)
	CYP1A2_ rs2069514
CYP1A2_ rs2069526
CYP1A2_ rs2470890
CYP1A2_ rs35694136
CYP1A2_ rs762551
CYP1A2_-3113A>G
	G:G
T:G
T:T
T:-
A:A
A:G
	*1A/*1F

	CYP1A2: *1J/*1J
(*1J/*1J)
	CYP1A2_ rs2069514
CYP1A2_ rs2069526
CYP1A2_ rs2470890
CYP1A2_ rs35694136
CYP1A2_ rs762551
CYP1A2_-3113A>G
	G:G
G:G
T:T
T:T
A:A
A:A
	NORMAL METABOLISER

	CYP1A2: WILDTYPE/*1J WILDTYPE/*1L
(*1J/*1L)
	CYP1A2_ rs2069514
CYP1A2_ rs2069526
CYP1A2_ rs2470890
CYP1A2_ rs35694136
CYP1A2_ rs762551
CYP1A2_-3113A>G
	G:A
G:T
T:C
T:-
A:A
A:A
	NORMAL METABOLISER

	CYP1A2: WILDTYPE/*1J WILDTYPE/*1V
(*1J/*1V)
	CYP1A2_ rs2069514
CYP1A2_ rs2069526
CYP1A2_ rs2470890
CYP1A2_ rs35694136
CYP1A2_ rs762551
CYP1A2_-3113A>G
	G:G
G:T
T:T 
T:-
A:A
A:A
	NORMAL METABOLISER

	CYP1A2: WILDTYPE/*1J WILDTYPE/*1W
(*1J/*1W)
	CYP1A2_ rs2069514
CYP1A2_ rs2069526
CYP1A2_ rs2470890
CYP1A2_ rs35694136
CYP1A2_ rs762551
CYP1A2_-3113A>G
	G:G
G:G
T:T 
T:-
A:A
A:G
	NORMAL METABOLISER

	CYP1A2: *1L/*1L
(*1L/*1L)
	CYP1A2_ rs2069514
CYP1A2_ rs2069526
CYP1A2_ rs2470890
CYP1A2_ rs35694136
CYP1A2_ rs762551
CYP1A2_-3113A>G
	A:A
T:T
C:C 
-:-
A:A
A:A
	NORMAL METABOLISER

	CYP1A2: WILDTYPE/*1L WILDTYPE/*1V
(*1L/*1V)
	CYP1A2_ rs2069514
CYP1A2_ rs2069526
CYP1A2_ rs2470890
CYP1A2_ rs35694136
CYP1A2_ rs762551
CYP1A2_-3113A>G
	A:G
T:T 
T:C 
-:-
A:A
A:A
	NORMAL METABOLISER

	CYP1A2: WILDTYPE/*1L WILDTYPE/*1W
(*1L/*1W)
	CYP1A2_ rs2069514
CYP1A2_ rs2069526
CYP1A2_ rs2470890
CYP1A2_ rs35694136
CYP1A2_ rs762551
CYP1A2_-3113A>G
	A:G
T:G
T:C
-:-
A:A
A:G
	NORMAL METABOLISER

	CYP1A2: *1V/*1V
(*1V/*1V)
	CYP1A2_ rs2069514
CYP1A2_ rs2069526
CYP1A2_ rs2470890
CYP1A2_ rs35694136
CYP1A2_ rs762551
CYP1A2_-3113A>G
	G:G 
T:T 
T:T 
-:-
A:A
A:A
	NORMAL METABOLISER

	CYP1A2: WILDTYPE/*1V WILDTYPE/*1W
(*1V/*1W)
	CYP1A2_ rs2069514
CYP1A2_ rs2069526
CYP1A2_ rs2470890
CYP1A2_ rs35694136
CYP1A2_ rs762551
CYP1A2_-3113A>G
	G:G
T:G
T:T 
-:-
A:A
A:G
	NORMAL METABOLISER

	CYP1A2: *1W/*1W
(*1W/*1W)
	CYP1A2_ rs2069514
CYP1A2_ rs2069526
CYP1A2_ rs2470890
CYP1A2_ rs35694136
CYP1A2_ rs762551
CYP1A2_-3113A>G
	G:G
G:G
T:T 
-:-
A:A
G:G
	NORMAL METABOLISER


# If multiple predicted phenotypes/genotype groups are possible, phasing of the gene variants should be performed to distinguish between these possibilities.
According to the PharmVar website:
- rs2069514 is only present in the *1C and *1L alleles
- rs2069526 is only present in *1E, *1J, *1W and a rare allele
- rs2470890 is only present in *1B, *1L and rare alleles
- rs35694136 is only present in *1D, *1L, *1V, *1W and rare alleles
- rs762551 is only present in *1F, *1J, *1L, *1V, *1W and rare alleles
- -3113A>G is only present in the *1W allele

This table includes all CYP1A2 alleles with a minor allele frequency ≥1% in either the White, African or Asian population in addition to unannotated SNP -3113A>G (Reference: Ghotbi R, Christensen M, Roh H-K, Ingelman-Sundberg M, Aklillu E, Bertilsson L. Comparisons of CYP1A2 genetic polymorphisms, enzyme activity and the genotype-phenotype relationship in Swedes and Koreans. Eur J Clin Pharmacol. 2007 Jun;63(6):537–46.)
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