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	Prediction of protein aggregation

	sFLT01
	htsFLT01

	Model No.
	Average A3D Score
	Model No.
	Average A3D Score

	3
	-0.6571
	7
	-0.6343

	1
	-0.6964
	11
	-0.6553

	8
	-0.7042
	10
	-0.6617

	2
	-0.7106
	1
	-0.6641

	4
	-0.747
	3
	-0.6708

	7
	-0.7586
	8
	-0.6764

	9
	-0.7604
	6
	-0.6851

	5
	-0.762
	9
	-0.6887

	11
	-0.784
	5
	-0.6896

	0
	-0.7863
	4
	-0.7088

	6
	-0.8034
	0
	-0.725

	10
	-0.8078
	input
	-0.7839

	input
	-0.9041
	2
	-0.8002






