Table S2: Chi Squared Calculation for MHC Segregation Distortion in the Group One Stallion
	Chromosome 20 *

	
	

	
	Observed
	Expected 
	
	

	Haplotype 1
	14
	22
	
	X2 = 0.016

	Haplotype 2
	30
	22
	
	



	Sex Chromosomes ^

	
	

	
	Observed 
	Expected
	
	

	Male 
	25
	22.5
	
	X2 = 0.456 

	Female
	20
	22.5
	
	






*The sire transmitted Haplotype 2 significantly more than Haplotype 1 (n=44, p=0.016, test statistic=5.82)
^ The sex chromosomes were used as a control. The sire did not transmit one of his sex chromosomes significantly more than the other one (n=45, p=0.456, test statistic=0.556)
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