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SUPPLEMENTAL FIGURES: Stratified by return of test results (no result returned vs. result returned)



Supplemental Figure 1. Box and whisker plots of GAD-7 and HADS anxiety scores stratified by receipt of genetic results. Scores are instrument-specific and have not been rescaled for comparability across scales. Frequency counts represent the number of patients without results returned followed by those with results returned.
[image: ]


Supplemental Figure 2. Box and whisker plots of PHQ-9 and HADS depression scores stratified by receipt of genetic results. Scores are instrument-specific and have not been rescaled for comparability across scales. Frequency counts represent the number of patients without results returned followed by those with results returned.
[image: ]




Supplemental Figure 3a and b. Random effects meta-analysis of standardized mean difference in anxiety stratified by receipt of genetic results. Negative values represent decreased anxiety post-disclosure. The effect size represents a one standard deviation change. 
Supplemental Figure 3a. No test results returned. I2=71.3%
[image: ]
Supplemental Figure 3b. Test results returned. I2=71.8%
[image: ]




Supplemental Figure 4a and b. Random effects meta-analysis of standardized mean difference in depression stratified by receipt of genetic results. Negative values represent decreased anxiety post-disclosure. The effect size represents a one standard deviation change. 
Supplemental Figure 4a. No test results returned. I2=64.8%
[image: ]
Supplemental Figure 4b. Test results returned. I2=61.1%
[image: ]





Supplemental Figure 5a. Box and whisker plots of FACToR negative emotions and MICRA distress subscales stratified by receipt of genetic results. Higher scores represent greater levels of negative emotions/distress. Scores are instrument-specific and have not been rescaled for comparability across subscales. Frequency counts represent the number of patients without results returned followed by those with results returned.
[image: ]

Supplemental Figure 5b. Box and whisker plots of FACToR and MICRA uncertainty subscales stratified by receipt of genetic results. Higher scores represent greater levels of uncertainty. Scores are instrument-specific and have not been rescaled for comparability across subscales. Frequency counts represent the number of patients without results returned followed by those with results returned. Uncertainty subscales are not shown for participants at DFCI, since they were not asked all of the items on the subscale. 
[image: ]


Supplemental Figure 5c. Box and whisker plots of FACToR positive feelings and MICRA positive experience subscales stratified by receipt of genetic results. Higher scores represent fewer positive feelings/experience. Scores are instrument-specific and have not been rescaled for comparability across subscales. Frequency counts represent the number of patients without results returned followed by those with results returned. 
[image: ]

Supplemental Figure 6a1 and 6a2. Random effects meta-analysis of multi-dimensional impact negative emotions/distress stratified by receipt of genetic results. Higher values represent worse outcomes. Subscale scores have been rescaled to a 0-100 point scale, where 0 represents “Not at all” or “Never”, and 100 represents “A great deal” or “Often”. 
Supplemental Figure 6a1. No test results returned. I2=71.4%
[image: ]
Supplemental Figure 6b1.Test results returned. I2=93.5%
[image: ]



Supplemental Figure 6b1 and 6b2. Random effects meta-analysis of multi-dimensional impact uncertainty stratified by receipt of genetic results. Higher values represent worse outcomes. Subscale scores have been rescaled to a 0-100 point scale, where 0 represents “Not at all” or “Never”, and 100 represents “A great deal” or “Often”. 
Supplemental Figure 6b1. No test results returned. I2=91.3%
[image: ]
Supplemental Figure 6b2. Test results returned. I2=97.3%
[image: ]



Supplemental Figure 6c1 and 6c2. Random effects meta-analysis of multi-dimensional positive feelings/experiences, stratified by receipt of genetic results. Higher values represent worse outcomes. Subscale scores have been rescaled to a 0-100 point scale, where 0 represents “Often” or “A great deal”, and 100 represents “Not at all” or “Never”. 
Supplemental Figure 6c1. No test results returned. I2=67.7%
[image: ]
Supplemental Figure 6c2. Test results returned. I2=93.5%
[image: ]


SUPPLEMENTAL FIGURES: Stratified by return of primary test results (no result returned vs. result returned)



Supplemental Figure 7. Primary Results Box and whisker plots of GAD-7 and HADS anxiety scores stratified by receipt of primary genetic results. Scores are instrument-specific and have not been rescaled for comparability across scales. Frequency counts represent the number of patients without results returned followed by those with results returned.

[image: C:\Users\hhu\Desktop\resubmission\primary_anxiety.png]
Supplemental Figure 8. Primary Results Box and whisker plots of PHQ-9 and HADS depression scores stratified by receipt of primary genetic results. Scores are instrument-specific and have not been rescaled for comparability across scales. Frequency counts represent the number of patients without results returned followed by those with results returned.
 
[image: C:\Users\hhu\Desktop\resubmission\primary_depression.png]
Supplemental Figure 9. Primary Results Box and whisker plots of FACToR negative emotions and MICRA distress subscales stratified by receipt of primary genetic results. Higher scores represent greater levels of negative emotions/distress. Scores are instrument-specific and have not been rescaled for comparability across subscales. Frequency counts represent the number of patients without results returned followed by those with results returned. 
[image: C:\Users\hhu\Desktop\resubmission\primary_distress.png]

Supplemental Figure 10. Primary Results Box and whisker plots of FACToR positive feelings and MICRA positive experience subscales stratified by receipt of primary genetic results. Higher scores represent fewer positive feelings/experience. Scores are instrument-specific and have not been rescaled for comparability across subscales. Frequency counts represent the number of patients without results returned followed by those with results returned.  
[image: C:\Users\hhu\Desktop\resubmission\primary_positive.png]

Supplemental Figure 11. Primary Results Box and whisker plots of FACToR and MICRA uncertainty subscales stratified by receipt of positive genetic results. Higher scores represent greater levels of uncertainty. Scores are instrument-specific and have not been rescaled for comparability across subscales. Frequency counts represent the number of patients without results returned followed by those with results returned. Uncertainty subscales are not shown for participants at Dana-Farber Cancer Institute, since they were not asked all of the items on the subscale. 
[image: C:\Users\hhu\Desktop\resubmission\primary_uncertainty.png]
Supplemental Figure 12a and b. Random effects meta-analysis of standardized mean difference in HADS or GAD anxiety stratified by a) no receipt of primary results and b) receipt of primary genetic results. Negative values represent decreased anxiety post-disclosure. The effect size represents a one standard deviation change.
Supplemental Figure 12a. No Primary Results: Anxiety[image: ]
Supplemental Figure 12b. Received Primary Results: Anxiety
[image: ]











Supplemental Figure 13a and b. Random effects meta-analysis of standardized mean difference in HADS or PHQ-9 depression stratified by a) no receipt of primary genetic results and b) receipt of primary genetic results. Negative values represent decreased anxiety post-disclosure. The effect size represents a one standard deviation change. 
Supplemental Figure 13a. No Primary Results: Depression[image: ]
Supplemental Figure 13b. Received Primary Results: Depression
[image: ]










Supplemental Figure 14a and b. Random effects meta-analysis of multi-dimensional impact FACToR negative emotions/ MICRA distress stratified by a) no receipt of primary genetic results and b) receipt of primary genetic results. Higher values represent worse outcomes. Subscale scores have been rescaled to a 0-100 point scale, where 0 represents “Not at all” or “Never”, and 100 represents “A great deal” or “Often”.
Supplemental Figure 14a. No Primary Results: Distress
[image: ]
Supplemental Figure 14b. Received Primary Results: Distress
[image: ]










Supplemental Figure 15a and b. Random effects meta-analysis of multi-dimensional FACToR or MICRA positive feelings/experiences, stratified by a) no receipt of primary genetic results and b) receipt of primary genetic results. Higher values represent worse outcomes. Subscale scores have been rescaled to a 0-100 point scale, where 0 represents “Often” or “A great deal”, and 100 represents “Not at all” or “Never”. 
Supplemental Figure 15a. No Primary Results: Positive Experiences
[image: ]
Supplemental Figure 15b. Received Primary Results: Positive Experiences
[image: ]










Supplemental Figure 16a and b. Random effects meta-analysis of multi-dimensional impact FACToR or MICRA uncertainty stratified by a) no receipt of primary results and b) receipt of primary genetic results. Higher values represent worse outcomes. Subscale scores have been rescaled to a 0-100 point scale, where 0 represents “Not at all” or “Never”, and 100 represents “A great deal” or “Often”. 
Supplemental Figure 16a. No Primary Results: Uncertainty
[image: ]
Supplemental Figure 16b. Received Primary Results: Uncertainty
[image: ]










SUPPLEMENTAL FIGURES: Stratified by return of carrier/pharmacogenetic test results (no result returned vs. result returned)



Supplemental Figure 17. Carrier/Pharmacogenetic Results Box and whisker plots of GAD-7 and HADS anxiety scores stratified by receipt of carrier/pharmacogenetic genetic results. Scores are instrument-specific and have not been rescaled for comparability across scales. Frequency counts represent the number of patients without results returned followed by those with results returned. 
[image: C:\Users\hhu\OneDrive - City of Hope National Medical Center\Dr. Gray\20190408 STATA data\resubmission\carrierpharmaco_anxiety.png]




Supplemental Figure 18. Carrier/Pharmacogenetic Results Box and whisker plots of PHQ-9 and HADS depression scores stratified by receipt of carrier/pharmacogenetic results. Scores are instrument-specific and have not been rescaled for comparability across scales. Frequency counts represent the number of patients without results returned followed by those with results returned. 
[image: C:\Users\hhu\OneDrive - City of Hope National Medical Center\Dr. Gray\20190408 STATA data\resubmission\carrierpharmaco_depression.png]

[bookmark: _GoBack]Supplemental Figure 19. Carrier/Pharmacogenetic Results Box and whisker plots of FACToR negative emotions and MICRA distress subscales stratified by receipt of carrier/pharmacogenetic results. Higher scores represent greater levels of negative emotions/distress. Scores are instrument-specific and have not been rescaled for comparability across subscales. Frequency counts represent the number of patients without results returned followed by those with results returned.  
[image: C:\Users\hhu\OneDrive - City of Hope National Medical Center\Dr. Gray\20190408 STATA data\resubmission\carrierpharmaco_distress.png]
Supplemental Figure 20. Carrier/Pharmacogenetic Results Box and whisker plots of FACToR positive feelings and MICRA positive experience subscales stratified by receipt of carrier/pharmacogenetic results. Higher scores represent fewer positive feelings/experience. Scores are instrument-specific and have not been rescaled for comparability across subscales. Frequency counts represent the number of patients without results returned followed by those with results returned.  
[image: C:\Users\hhu\OneDrive - City of Hope National Medical Center\Dr. Gray\20190408 STATA data\resubmission\carrierpharmaco_positive.png]
Supplemental Figure 21. Carrier/Pharmacogenetic Results Box and whisker plots of FACToR and MICRA uncertainty subscales stratified by receipt of carrier/pharmacogenetic results. Higher scores represent greater levels of uncertainty. Scores are instrument-specific and have not been rescaled for comparability across subscales. Frequency counts represent the number of patients without results returned followed by those with results returned. Uncertainty subscales are not shown for participants at Dana-Farber Cancer Institute, since they were not asked all of the items on the subscale.  
[image: C:\Users\hhu\OneDrive - City of Hope National Medical Center\Dr. Gray\20190408 STATA data\resubmission\carrierpharmaco_uncertainty.png]
Supplemental Figure 22a and b. Random effects meta-analysis of standardized mean difference in HADS or GAD anxiety stratified by a) no receipt of carrier/pharmacogenetic results and b) receipt of carrier/pharmacogenetic results. Negative values represent decreased anxiety post-disclosure. The effect size represents a one standard deviation change.
Supplemental Figure 22a. No Carrier/Pharmacogenetic Results: Anxiety
[image: ]

Supplemental Figure 22b. Recieved Carrier/Pharmacogenetic Results: Anxiety
[image: ]











Supplemental Figure 23a and b. Random effects meta-analysis of standardized mean difference in HADS or PHQ-9 depression stratified by a) no receipt of carrier/pharmacogenetic results and b) receipt of carrier/pharmacogenetic results. Negative values represent decreased anxiety post-disclosure. The effect size represents a one standard deviation change. 
Supplemental Figure 23a. No Carrier/Pharmacogenetic Results: Depression
[image: ]

Supplemental Figure 23b. Received Carrier/Pharmacogenetic Results: Depression
[image: ]










Supplemental Figure 24a and b. Random effects meta-analysis of multi-dimensional impact FACToR negative emotions/ MICRA distress stratified by by a) no receipt of carrier/pharmacogenetic results and b) receipt of carrier/pharmacogenetic results. Higher values represent worse outcomes. Subscale scores have been rescaled to a 0-100 point scale, where 0 represents “Not at all” or “Never”, and 100 represents “A great deal” or “Often”.
Supplemental Figure 24a. No Carrier/Pharmacogenetic Results: Distress
[image: ]

Supplemental Figure 24a. Recieved Carrier/Pharmacogenetic Results: Distress
[image: ]








Supplemental Figure 25a and b. Random effects meta-analysis of multi-dimensional FACToR or MICRA positive feelings/experiences, by a) no receipt of carrier/pharmacogenetic results and b) receipt of carrier/pharmacogenetic results. Higher values represent worse outcomes. Subscale scores have been rescaled to a 0-100 point scale, where 0 represents “Often” or “A great deal”, and 100 represents “Not at all” or “Never”.
Supplemental Figure 25a. No Carrier/Pharmacogenetic Results: Positive Response
[image: ]

Supplemental Figure 25a. Recieved Carrier/Pharmacogenetic Results: Positive Response
[image: ]









Supplemental Figure 26a and b. Random effects meta-analysis of multi-dimensional impact FACToR or MICRA uncertainty stratified by a) no receipt of carrier/pharmacogenetic results and b) receipt of carrier/pharmacogenetic results. Subscale scores have been rescaled to a 0-100 point scale, where 0 represents “Not at all” or “Never”, and 100 represents “A great deal” or “Often”.
Supplemental Figure 26a. No Carrier/Pharmacogenetic Results: Uncertainty
[image: ]

Supplemental Figure 26a. Received Carrier/Pharmacogenetic Results: Uncertainty
[image: ]
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