Legend supplementary tables

[bookmark: _GoBack]Table S1. Results of in silico prediction tools and population frequencies (derived from Alamut Visual decision-support software and the Combined Annotation Dependent Depletion (CADD) framework) used to evaluate the pathogenicity of the FBN2 variants

Table S2. Overview of the prevalence of the ten main clinical characteristics of CCA in the total cohort, the FBN2-positive and the FBN2-negative patient groups






