Tabel S1 Measures of genetic diversity for 10 microsatellite loci of Quercus kerrii
	Locus
	A
	He
	Reference

	CG371
	22
	0.92
	(Tong et al. 2012)

	ssrQpZAG9
	15
	0.80
	(Steinkellner et al. 1997)

	ssrQpZAG36
	5
	0.49
	(Steinkellner et al. 1997)

	ssrQpZAG110
	14
	0.76
	(Steinkellner et al. 1997)

	QmC00963
	10
	0.53
	(Ueno et al. 2008)

	MY17611
	5
	0.47
	(An et al. 2016)

	MY17139
	8
	0.69
	(An et al. 2016)

	MY15874
	14
	0.55
	(An et al. 2016)

	MY23161
	5
	0.52
	(An et al. 2016)

	MY214809
	7
	0.61
	(An et al. 2016)


A: number of alleles; He: expected heterozygosity.
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