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Supporting Information - Tables
Table S1. Sampling location for the 46 populations of Mauritia flexuosa used for genetic analyses. N, number of individuals sampled. Geographical coordinates are in decimal degrees. CER, COM, VIL, NLA, POL
	Biome
	River Basin
	Locality
	Country
	Code
	N
	Latitude
	Longitude

	Amazonia
	Amazon
	Itacoatiara, Amazonas
	Brazil
	ITA
	10
	-3,041667
	-58,254167

	
	
	Manacapuru, Amazonas
	Brazil
	MAN
	16
	-3,416389
	-60,108444

	
	
	Reserva Extrativista do Alto Juruá, Acre
	Brazil
	PO1
	33
	-9,121602
	-72,558234

	
	
	Reserva Extrativista do Alto Juruá, Acre
	Brazil
	PO2
	14
	-9,121602
	-72,558234

	
	
	Reserva Extrativista do Alto Juruá, Acre
	Brazil
	PO3
	8
	-9,121602
	-72,558234

	
	
	Reserva Extrativista do Alto Juruá, Acre
	Brazil
	PO4
	9
	-9,121602
	-72,558234

	
	
	Presidente Figueiredo, Amazonas
	Brazil
	PRF
	9
	-2,205
	-60,066083

	
	
	Reserva Ducke, Amazonas
	Brazil
	RED
	10
	-3,136389
	-59,116747

	
	
	Riachão Cascalheiras, Mato Grosso
	Brazil
	RIC
	18
	-12,841917
	-51,854492

	
	
	Duvan
	Peru
	DUV
	6
	-5,058324
	-78,338026

	
	 
	Imacita
	Peru
	IMA
	13
	-5,058324
	-78,338026

	
	
	Reserva Taniboca
	Colombia
	RTA
	4
	4,117916
	-69,654792

	
	
	Leticia
	Colombia
	CEZ
	5
	4,019
	-69,90580

	
	
	Estação biológica EL Zafire, Leticia
	Colombia
	EZC
	15
	4,008
	-69,904722

	
	
	Estação biológica EL Zafire, Leticia
	Colombia
	EZL
	12
	4,115833
	-69,936944

	
	Araguaia-Tocantins
	Grande Belem, Pará
	Brazil
	GBE
	15
	-1,458398
	-48,480686

	
	Caribbean
	Parque Aripo Savanna, Sangre Grande Regional Corporation
	Trinidad
	AS1
	24
	10,716737
	-61,320239

	
	
	Parque Aripo Savanna, Sangre Grande Regional Corporation
	Trinidad
	AS8
	20
	10,716737
	-61,320239

	
	 
	Parque Aripo Savanna, Sangre Grande Regional Corporation
	Trinidad
	AS3
	13
	10,716737
	-61,320239

	
	North Atlantic
	Parc Amazonien de Guyane, Maripasoula
	French Guiana
	RAP
	30
	3,291725
	-53,275716

	
	
	Rio Oyapock, Camopi
	French Guiana
	ROY
	19
	3,292201
	-52,711972

	
	Orinoco
	San Martín, Meta
	Colombia
	SM1
	15
	3,552608
	-73,595256

	
	
	San Martín, Meta
	Colombia
	SM2
	24
	3,552608
	-73,595256

	 
	 
	Yopal, Casanare
	Colombia
	YOP
	30
	5,236855
	-72,542373

	Cerrado
	Amazon
	Cerejeiras, Rondônia
	Brazil
	CER
	8
	-13,132006
	-60,708061

	
	
	Comodoro, Mato Grosso
	Brazil
	COM
	8
	-13,596731
	-59,803833

	
	
	Nova Lacerda, Mato Grosso
	Brazil
	NLA
	7
	-14,118639
	-59,721861

	
	
	Vilhena, Rondônia
	Brazil
	VIL
	7
	-12,465514
	-60,366514

	
	
	Ponte Lacerda, Mato Grosso
	Brazil
	POL
	8
	-15,218992
	-59,361453

	
	Paraná-Paraguay
	Acreúna, Goiás
	Brazil
	ACR
	16
	-17,3938
	-50,392244

	
	
	Alto Garça, Mato Grosso
	Brazil
	ALG
	17
	-16,861625
	-53,902950

	
	
	Aporé, Goiás
	Brazil
	APO
	16
	-18,981031
	-51,916961

	
	
	Campo Grande, Mato Grosso
	Brazil
	CGR
	23
	-20,87326
	-54,822384

	
	
	Diamantino, Mato Grosso
	Brazil
	DIA
	14
	-14,458108
	-56,266389

	
	 
	Nossa Senhora do Livramento, Mato Grosso
	Brazil
	NSL
	14
	-15,672997
	-56,586083

	
	São Francisco
	Parque Nacional Caverna do Piruaçu, Minas Gerais
	Brazil
	PMG
	21
	-15,017778
	-44,338625

	
	Araguaia-Tocantins
	Águas Emendadas, Distrito Federal
	Brazil
	AGE
	15
	-15,344147
	-47,416631

	
	
	Cidade de Goiás, Goiás
	Brazil
	CGO
	20
	-15,994242
	-50,318858

	
	
	Mozarlândia, Goiás
	Brazil
	MOZ
	23
	-14,741608
	-50,651081

	
	
	Novo Planalto, Goiás
	Brazil
	NOP
	8
	-13,105492
	-49,549692

	
	
	Nova Xavantina, Mato Grosso
	Brazil
	NXA
	28
	-14,743233
	-52,327928

	
	
	Paraíso do Tocantins, Tocantins
	Brazil
	PAT
	30
	-10,176719
	-48,925156

	
	
	Porto Franco, Amazonas
	Brazil
	PFR
	26
	-6,383433
	-47,377944

	
	
	Posse, Goiás
	Brazil
	POS
	5
	-14,223038
	-46,714176

	
	
	São Miguel do Araguaia, Goiás
	Brazil
	SMA
	16
	-13,269961
	-50,117297

	 
	 
	Vila Paredão, Mato Grosso
	Brazil
	VPA
	10
	-15,559114
	-53,419097

	Total
	 
	 
	 
	-
	712
	-
	-


Table S2. Genetic variability in 46 Mauritia flexuosa’s populations (712 individuals) based on the genotyping of 10 microsatellite loci. N, number of sampled individuals; A, mean number of alleles; Ar, allelic richness (allelic richness excluding populations with less than 5 individuals sampled); He, expected heterozygosity under Hardy-Weinberg equilibrium; Ho, observed heterozygosity; f, inbreeding coefficient (values followed by * are significant, p < 0.05). 
	Basin
	Population code
	N
	A
	Ar
	He
	Ho
	f

	Amazon
	CEZ
	5
	7.7
	-
	0.799
	0.821
	-0.028

	
	DUV
	6
	5.1
	3.83
	0.773
	0.729
	0.058

	
	EZC
	15
	7.4
	4.13
	0.844
	0.836
	0.009

	
	EZL
	12
	8.7
	3.89
	0.743
	0.736
	0.009

	
	IMA
	13
	7.5
	3.92
	0.802
	0.811
	-0.012

	
	ITA
	10
	7.4
	4.05
	0.744
	0.649
	0.127*

	
	MAN
	16
	9.6
	4.22
	0.848
	0.694
	0.181*

	
	PO1
	33
	11.8
	4.24
	0.843
	0.762
	0.096*

	
	PO2
	14
	6.7
	3.61
	0.715
	0.643
	0.101*

	
	PO3
	8
	6.3
	3.96
	0.82
	0.774
	0.056

	
	PO4
	9
	6.8
	3.93
	0.782
	0.733
	0.063

	
	PRF
	9
	6.8
	4.07
	0.824
	0.81
	0.017

	
	RED
	10
	7.4
	4.06
	0.798
	0.769
	0.036

	
	RTA
	4
	6.5
	-
	0.674
	0.662
	0.018

	
	CER
	8
	6.5
	3.97
	0.817
	0.777
	0.050

	
	COM
	8
	5.9
	3.79
	0.809
	0.825
	-0.020

	
	NLA
	7
	6.8
	4.21
	0.839
	0.900
	-0.072

	
	POL
	8
	7.7
	4.38
	0.885
	0.756
	0.145*

	
	RIC
	18
	9.1
	3.87
	0.808
	0.761
	0.057

	
	VIL
	7
	6.6
	4.98
	0.852
	0.829
	0.028

	
	Mean
	-
	7.4
	4.06
	0.801
	0.764
	0.046

	
	SD
	-
	1.40
	0.29
	0.05
	0.065
	0.060

	 
	Overall
	220
	233
	4.74
	0.907
	0.866
	0.045

	Caribbean
	AS1
	24
	5.8
	3.14
	0.645
	0.602
	0.066*

	
	AS3
	13
	4.4
	2.57
	0.522
	0.446
	0.145*

	
	AS8
	20
	5.0
	2.86
	0.606
	0.565
	0.068

	
	Mean
	-
	5.1
	2.86
	0.591
	0.538
	0.093

	
	SD
	-
	0.57
	0.23
	0.051
	0.066
	0.037

	 
	Overall
	57
	75
	4.6
	0.591
	0.536
	0.093*

	North Atlantic
	RAP
	30
	7.2
	3.34
	0.697
	0.687
	0.014

	
	ROY
	19
	6.6
	3.36
	0.716
	0.698
	0.024

	
	Mean
	-
	6.9
	3.35
	0.706
	0.693
	0.019

	
	SD
	-
	0.30
	0.01
	0.009
	0.006
	0.005

	 
	Overall
	49
	88
	6.19
	0.706
	0.693
	0.019

	Orinoco
	SM1
	15
	7.0
	3.74
	0.724
	0.554
	0.235*

	
	SM2
	24
	7.6
	3.45
	0.713
	0.649
	0.090*

	
	YOP
	30
	6.5
	3.01
	0.817
	0.696
	0.148*

	
	Mean
	-
	7.0
	3.39
	0.751
	0.633
	0.158

	
	SD
	-
	0.45
	0.3
	0.047
	0.044
	0.060

	 
	Overall
	69
	108
	6.69
	0.697
	0.587
	0.158*

	Paraná-Paraguay
	ACR
	16
	8.7
	3.66
	0.743
	0.675
	0.091*

	
	ALG
	17
	7.6
	3.42
	0.713
	0.592
	0.169*

	
	APO
	16
	6.5
	3.21
	0.674
	0.646
	0.042

	
	CGR
	23
	6.4
	2.96
	0.615
	0.613
	0.003

	
	DIA
	14
	8.5
	3.82
	0.791
	0.664
	0.160*

	
	NSL
	14
	6.7
	3.32
	0.703
	0.665
	0.055

	
	Mean
	-
	7.4
	3.39
	0.706
	0.643
	0.087

	
	SD
	-
	0.93
	0.28
	0.055
	0.030
	0.061

	 
	Overall
	100
	137
	6.73
	0.706
	0.645
	0.087

	São Francisco
	PNP
	21
	6.7
	3.05
	0.649
	0.614
	0.054

	Araguaia-Tocantins
	AGE
	15
	7.0
	3.37
	0.724
	0.687
	0.050

	
	CGO
	20
	8.7
	3.47
	0.72
	0.647
	0.101*

	
	MOZ
	23
	9.0
	3.55
	0.742
	0.716
	0.035

	
	NOP
	8
	6.4
	3.87
	0.815
	0.834
	-0.024

	
	NXA
	28
	9.5
	3.70
	0.778
	0.785
	-0.010

	
	PAT
	30
	9.2
	3.34
	0.723
	0.740
	-0.024

	
	PFR
	26
	6.5
	2.89
	0.633
	0.738
	-0.165

	
	POS
	5
	4.8
	-
	0.813
	0.800
	0.015

	
	SMA
	16
	9.7
	4.23
	0.852
	0.787
	0.076*

	
	VPA
	10
	7.4
	3.86
	0.785
	0.740
	0.057

	
	GBE
	15
	7.7
	3.91
	0.799
	0.790
	0.011

	
	Mean
	-
	7.8
	3.62
	0.762
	0.751
	0.011

	
	SD
	-
	1.48
	0.36
	0.058
	0.052
	0.068

	 
	Overall
	196
	187
	5.53
	0.762
	0.757
	0.007

	Over all Amazon populations
	Mean
	-
	7.1
	3.67
	0.748
	0.697
	0.069

	
	SD
	-
	1.56
	0.48
	0.084
	0.097
	0.066

	 
	Overall
	354
	205
	4.42
	0.745
	0.695
	0.067

	Over all Cerrado populations
	Mean
	-
	7.5
	3.68
	0.760
	0.730
	0.032

	
	SD
	-
	1.32
	0.50
	0.074
	0.082
	0.071

	 
	Overall
	358
	186
	6.47
	0.760
	0.732
	0.036

	
	Mean
	-
	7.2
	3.66
	0.751
	0.712
	0.052

	Over all populations
	SD
	-
	1.58
	0.44
	0.080
	0.094
	0.070

	 
	Overall
	712
	275
	3.66
	0.753
	0.714
	0.051


Table S3 Analysis of null alleles and genotyping errors based on Micro-Checker software (Van Oosterhout et al., 2004) for each population and locus. Hoe, total expected number of homozygotes, based on binomial distribution. Ho, total observed number of homozygotes. Values followed by ns are not significant (p > 0.05), i.e., no evidence of excess of homozygotes. Values with a dash (-) were not computed due to small sample size and in bold, loci with more than 50% of alleles of one size class. Values followed by * are significant (p < 0.05), i.e., evidence of excess of homozygotes. Note that evidence of null alleles is sparse. 

	Biome
	Basin
	Population code
	MF13

 
	MF14

 
	MF17

 
	MF19

 
	MF22

 
	MF24

 
	MF25

 
	MF28

 
	MF31

 
	MF34 

 

	 
	 
	 
	Hoe
	Ho
	Hoe
	Ho
	Hoe
	Ho
	Hoe
	Ho
	Hoe
	Ho
	Hoe
	Ho
	Hoe
	Ho
	Hoe
	Ho
	Hoe
	Ho
	Hoe
	Ho

	Amazonia
	Amazon
	ITA
	1.7
	1ns
	1.6
	1ns
	1.9
	2ns
	3.5
	6
	1.3
	1ns
	1.5
	1ns
	2.5
	2ns
	2.3
	3ns
	1.3
	1ns
	2.2
	3ns

	
	
	MAN
	3.7
	6ns
	1.6
	0ns
	3.1
	7*
	3.5
	7*
	1.6
	2ns
	2
	5*
	2.7
	2ns
	3.8
	6ns
	2.8
	2ns
	2.3
	3ns

	
	
	PO1
	6.6
	7ns
	4
	2ns
	6.1
	12 ns
	6
	5ns
	4.2
	4ns
	5.8
	9ns
	4.2
	6ns
	7.6
	14ns
	5.6
	11ns
	3.6
	5ns

	
	
	PO2
	2.1
	0ns
	2.8
	0ns
	8.3
	8
	2.8
	11*
	1.8
	0ns
	3.1
	3ns
	5.1
	8 ns
	6.8
	6
	6.6
	9 ns
	4.1
	5ns

	
	
	PO3
	1.9
	4*
	1.4
	1ns
	1.4
	3ns
	2.7
	2ns
	1.2
	1ns
	1.9
	4*
	2.1
	2ns
	2.1
	1ns
	1.75
	0ns
	1.4
	2ns

	
	
	PO4
	1.4
	1ns
	2.25
	4ns
	3.1
	2ns
	5.2
	5
	1.5
	0ns
	1.2
	2ns
	1.3
	1ns
	2
	4ns
	1.7
	2ns
	1.1
	0ns

	
	
	PRF
	1.7
	2ns
	2.6
	2ns
	2.1
	3ns
	4.7
	4ns
	1.4
	0ns
	1.3
	2ns
	1.3
	1ns
	1.7
	1ns
	1.7
	0ns
	1.7
	1ns

	
	
	RED
	1.8
	0ns
	2.2
	1ns
	1.7
	1ns
	2.5
	2ns
	2.5
	4ns
	1.4
	1ns
	2.9
	2ns
	5.2
	4ns
	3
	4ns
	1.4
	1ns

	
	
	RIC
	5.5
	7ns
	3.5
	1ns
	6.9
	6 ns
	6.1
	9
	2.5
	2ns
	4.9
	7ns
	4.2
	5ns
	1.9
	1ns
	1.6
	0ns
	2.3
	5

	
	
	DUV
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-

	
	
	IMA
	2.2
	2ns
	1.6
	1ns
	4.3
	3
	2.4
	2ns
	2.9
	2ns
	1.7
	1ns
	2.2
	0ns
	3.9
	2ns
	2.2
	9*
	3.1
	1ns

	
	
	RTA
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-

	
	
	CEZ
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-

	
	
	EZC
	3.5
	2ns
	2.1
	0ns
	3.5
	3ns
	3
	3ns
	2.2
	3ns
	3.2
	4ns
	2.2
	2ns
	2.2
	4ns
	4.3
	2ns
	2.8
	2ns

	
	 
	EZL
	2.3
	0ns
	1.7
	2ns
	5.5
	6
	2.5
	2ns
	1.6
	1ns
	2.1
	2ns
	2.3
	3ns
	2.1
	2ns
	2.5
	3ns
	5
	4ns

	
	Araguaia-Tocantins
	GBE
	2.9
	3ns
	1.8
	3ns
	3.4
	5ns
	4.8
	4ns
	2.4
	2ns
	2.5
	1ns
	2.3
	2ns
	2.7
	3ns
	3.1
	3ns
	5.2
	5ns

	
	Caribbean
	AS1
	13
	8
	4.1
	7ns
	4.3
	6ns
	19.1
	19
	5.6
	2ns
	6.6
	9ns
	7.7
	9 ns
	7.4
	8ns
	10.5
	12 ns
	3.9
	8*

	
	
	AS8
	13
	13
	7.2
	8 ns
	4.1
	6ns
	13
	13 ns
	2.9
	2ns
	5.3
	7 ns
	4.7
	4 ns
	4.7
	4 ns
	4.9
	7 ns
	4.7
	5ns

	
	 
	AS3
	13.9
	15 ns
	3.1
	5ns
	8.2
	13*
	16
	16 ns
	5.9
	6 ns
	4.1
	3ns
	4.9
	3ns
	8.7
	11ns
	5.4
	3ns
	6.7
	8ns

	
	North Atlantic
	RAP
	10.7
	16*
	7.6
	15*
	5.3
	4
	26
	28 ns
	5.5
	0ns
	7.5
	9ns
	6.2
	5ns
	7.5
	9ns
	6.9
	5ns
	10.3
	7ns

	
	 
	ROY
	7.1
	8 ns
	5.7
	10ns
	4
	8*
	16
	17 ns
	3.6
	1ns
	4.1
	0ns
	3.4
	0ns
	3.7
	2ns
	2.6
	3ns
	5.9
	7ns

	
	Orinoco
	SM1
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-

	
	
	SM2
	3.7
	2ns
	8.3
	14*
	21
	21 ns
	10.6
	11 ns
	4.8
	2ns
	4.5
	5ns
	3.8
	4ns
	5.6
	6ns
	3.5
	10*
	3.9
	1ns

	 
	 
	YOP
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-

	Cerrado
	Amazon
	CER
	2.6
	4ns
	1.4
	0ns
	1.6
	0ns
	2.2
	3ns
	1
	0ns
	1.7
	1ns
	2
	2ns
	3.5
	4 ns
	2
	2ns
	1.7
	1ns

	
	
	COM
	1.3
	0ns
	1.9
	2ns
	2.8
	2ns
	2.2
	1ns
	1.75
	2ns
	1.4
	0ns
	1.5
	1ns
	2.8
	3ns
	1.25
	1ns
	1.9
	1ns

	
	
	NLA
	2.1
	1ns
	2.2
	1ns
	2.1
	0ns
	3.2
	2 ns
	1.3
	2ns
	1.3
	0ns
	0.9
	0ns
	1.4
	0ns
	1.5
	1ns
	1.9
	1ns

	
	
	VIL
	1.6
	1ns
	1.7
	0ns
	1.3
	2ns
	1.6
	3ns
	1.1
	1ns
	1.9
	1ns
	1.5
	1ns
	1.6
	0ns
	1.5
	2ns
	1.1
	0ns

	
	 
	POL
	1.3
	1ns
	1
	3ns
	1.7
	2ns
	1.8
	2ns
	0.8
	0ns
	2ns
	1ns
	1.7
	4*
	1.4
	3ns
	0.9
	1ns
	1.3
	1ns

	
	Paraná-Paraguay
	ACR
	6.9
	9ns
	2
	4ns
	3.5
	6ns
	4.7
	2ns
	2.5
	0ns
	4.5
	4ns
	2.7
	2ns
	14.1
	14 ns
	2.3
	3ns
	7.6
	7ns

	
	
	ALG
	5.5
	6ns
	1.7
	4ns
	2
	6ns
	8
	12 ns
	2.6
	6*
	4.1
	4ns
	3.8
	2ns
	14.2
	14 ns
	1.6
	2ns
	6.5
	6 ns

	
	
	APO
	8.6
	8ns
	2.8
	4ns
	3.3
	5ns
	6
	9 ns
	2.6
	3ns
	8.4
	7 ns
	3.5
	3ns
	8.7
	7 ns
	2.5
	1ns
	5.1
	7ns

	
	
	CGR
	5.7
	3ns
	4
	5ns
	4.8
	4ns
	16.1
	17 ns
	4.1
	3ns
	19.3
	19ns
	7.8
	4ns
	19.2
	19 ns
	3.8
	6ns
	9.3
	9

	
	
	DIA
	4.3
	3ns
	2.7
	5ns
	3.2
	8*
	3.4
	7*
	4.9
	4ns
	4.9
	4 ns
	2.7
	4ns
	6.2
	9 ns
	2.5
	2ns
	4.1
	4ns

	
	 
	NSL
	5.5
	4 ns
	1.7
	3ns
	2.7
	2ns
	3.7
	4ns
	3.3
	4ns
	3.9
	4ns
	5.6
	6ns
	9.7
	11 ns
	2.1
	2ns
	7
	5

	
	São Francisco
	PNP
	6.4
	9ns
	4.4
	6ns
	6.1
	8ns
	17.4
	17 ns
	2.5
	3ns
	11.9
	15
	6.5
	5ns
	8.5
	5
	5.6
	3ns
	12.8
	12

	
	Araguaia-Tocantins
	AGE
	5.2
	7ns
	2.8
	2ns
	4.2
	4ns
	8.5
	9ns
	3.1
	4 ns
	3.9
	2ns
	3.5
	3ns
	5.1
	5ns
	3.1
	4ns
	5.4
	5ns

	
	
	CGO
	9.3
	10 ns
	3.9
	5ns
	4.1
	6ns
	7.1
	13 ns
	2.8
	5ns
	10.3
	10 ns
	4.6
	4ns
	11.2
	10
	2.9
	1ns
	6.3
	6ns

	
	
	MOZ
	12.8
	13ns
	2.6
	3ns
	3.7
	6ns
	7.7
	8ns
	3.5
	3ns
	5.4
	0ns
	4.1
	4ns
	15.3
	14 ns
	2.3
	6*
	6.3
	9ns

	
	
	NOP
	2.4
	1ns
	1.2
	1ns
	2.4
	2ns
	2.9
	2 ns
	1.7
	1ns
	2.1
	1ns
	2.1
	2ns
	1.7
	2ns
	1.2
	1ns
	1.5
	1ns

	
	
	NXA
	9.4
	8
	4.7
	7ns
	8.3
	10ns
	11.1
	10 ns
	2.7
	5ns
	6.8
	2ns
	6.7
	5ns
	8.3
	4ns
	3.5
	7ns
	5.9
	2ns

	
	
	PAT
	12.7
	9
	6
	4ns
	11.6
	7
	16.3
	13 ns
	6.3
	6ns
	7.4
	9ns
	9.2
	9ns
	11.5
	10ns
	4.1
	7ns
	5.9
	3ns

	
	
	PFR
	16
	14 ns
	6.9
	5ns
	9.5
	3ns
	14.5
	9 ns
	6.4
	4ns
	11.5
	7 ns
	9.8
	0ns
	9.8
	6ns
	6.9
	5ns
	9.9
	10 ns

	
	
	POS
	1.7
	2ns
	0.8
	0ns
	1.1
	1ns
	1.9
	2ns
	0.8
	1ns
	1.4
	1ns
	1.5
	1ns
	1.4
	1ns
	1.3
	1ns
	1.3
	2ns

	
	
	SMA
	2.2
	3ns
	1.9
	2ns
	3.1
	4ns
	5.9
	3
	1.7
	0ns
	2.9
	1ns
	3.1
	7**
	3.3
	3ns
	1.7
	5*
	2.2
	3ns

	 
	 
	VPA
	5.4
	6 ns
	1.2
	1ns
	1.8
	0ns
	3.3
	5ns
	1.3
	0ns
	2.8
	3ns
	1.7
	1ns
	5.9
	7 ns
	1.4
	1ns
	2.5
	2ns


Table S4. Analysis of null alleles and their effects in inbreeding estimation using INEST software (Chybicki and Burczyk, 2009). f, inbreeding coefficient. HDP, highest density posterior interval. DIC, deviation information criterion. Observed inbreeding coefficients followed by * are significant (p < 0.05). Values with a dash (-) were not computed by INEST due to missing data. In bold, significant values of inbreeding based on null alleles. Note that only in five populations inbreeding estimation was affected by null alleles. Only in two populations (ROY and PNP) estimates based on null allele detected significant inbreeding much higher than observed inbreeding.
	
	
	
	
	Estimated sample mean f considering null alleles
	
	
	Estimated sample mean f without null alleles
	
	Observed

	Biome
	Basin
	Population code
	f
	HPD
	DIC
	f
	HPD
	DIC
	f

	Amazon
	Amazon
	CEZ
	0.030
	0.000 - 0.108
	288.833
	-
	-
	-
	-0.028

	
	
	DUV
	0.039
	0.000 - 0.137
	324.761
	-
	-
	-
	0.058

	
	
	EZC
	0.012
	0.000 - 0.046
	1056.508
	-
	-
	-
	0.009

	
	
	EZL
	0.060
	0.000 - 0.120
	821.794
	-
	-
	-
	0.009

	
	
	IMA
	0.051
	0.000 - 0.097
	955.32
	-
	-
	-
	-0.012

	
	
	ITA
	0.040
	0.000 - 0.119
	699.495
	-
	-
	-
	0.127*

	
	
	MAN
	0.052
	0.022 - 0.086
	1185.323
	-
	-
	-
	0.181*

	
	
	PO1
	0.025
	0.000 - 0.070
	2587.076
	-
	-
	-
	0.096*

	
	
	PO2
	0.012
	0.000 - 0.058
	789.406*
	0.038
	0.000 - 0.112
	801.637
	0.101*

	
	
	PO3
	0.017
	0.000 - 0.071
	520.481
	-
	-
	-
	0.056

	
	
	PO4
	0.066
	0.000 - 0.207
	614.901
	-
	-
	-
	0.063

	
	
	PRF
	0.041
	0.000 - 0.118
	609.129
	-
	-
	-
	0.017

	
	
	RED
	0.016
	0.000 - 0.057
	645.381
	-
	-
	-
	0.036

	
	
	RTA
	0.085
	0.000 - 0.229
	185.989
	-
	-
	-
	0.018

	
	Araguaia-Tocantins
	GBE
	0.029
	0.000 - 0.100
	1005.114
	-
	-
	-
	0.011

	
	Caribbean
	AS1
	0.018
	0.000 - 0.069
	1177.029
	-
	-
	-
	0.066*

	
	
	AS3
	0.075
	0.000 - 0.186
	496.296
	0.084
	0.002 - 0.214
	493.035*
	0.145*

	
	 
	AS8
	0.019
	0.000 - 0.059
	885.729
	-
	-
	-
	0.068

	
	North Atlantic
	RAP
	0.013
	0.000 - 0.037
	1644.738
	-
	-
	-
	0.014

	
	 
	ROY
	0.058
	0.025 - 0.091
	1087.233
	-
	-
	-
	0.024

	
	Orinoco
	SM1
	0.106
	0.031 - 0.204
	898.556
	-
	-
	-
	0.235*

	
	
	SM2
	0.010
	0.000 - 0.030
	1374.919
	-
	-
	-
	0.090*

	
	 
	YOP
	0.064
	0.009 - 0.141
	1417.078
	-
	-
	-
	0.148*

	Cerrado
	Amazon
	CER
	0.020
	0.000 - 0.065
	514.763*
	0.022
	0.000 - 0.087
	515.757
	0.050

	
	
	COM
	0.017
	0.000 - 0.059
	488.224
	0.015
	0.000 - 0.048
	486.459*
	-0.020

	
	
	NLA
	0.011
	0.000 - 0.038
	431.031*
	0.023
	0.000 - 0.084
	789.219
	-0.072

	
	
	POL
	0.035
	0.000 - 0.111
	496.473
	-
	-
	-
	0.145*

	
	
	RIC
	0.031
	0.000 - 0.065
	1239.759
	0.035
	0.000 - 0.074
	1238.817*
	0.057

	
	
	VIL
	0.011
	0.000 - 0.040
	458.327
	0.018
	0.000 - 0.066
	456.809*
	0.028

	
	Paraná-Paraguay
	ACR
	0.016
	0.000 - 0.049
	930.891*
	0.021
	0.000 - 0.067
	931.797
	0.091*

	
	
	ALG
	0.032
	0.000 - 0.086
	1063.685
	-
	-
	-
	0.169*

	
	
	APO
	0.041
	0.000 - 0.102
	923.278
	-
	-
	-
	0.042

	
	
	CGR
	0.015
	0.000 - 0.040
	1060.966
	0.017
	0.000 - 0.048
	1056.324*
	0.003

	
	
	DIA
	0.052
	0.000 - 0.145
	908.724*
	0.115
	0.043 - 0.195
	912.272
	0.160*

	
	
	NSL
	0.021
	0.000 - 0.079
	789.49
	-
	-
	-
	0.055

	
	São Francisco
	PNP
	0.299
	0.291 - 0.307
	1298.909
	-
	-
	-
	0.054

	
	Araguaia-Tocantins
	AGE
	0.061
	0.000 - 0.120
	823.227
	0.069
	0.027 - 0.127
	816.714*
	0.050

	
	
	CGO
	0.055
	0.001 - 0.122
	1162.686
	-
	-
	-
	0.101*

	
	
	MOZ
	0.039
	0.000 - 0.082
	1457.952
	-
	-
	-
	0.035

	
	
	NOP
	0.042
	0.000 - 0.093
	505.669
	-
	-
	-
	-0.024

	
	
	NXA
	0.013
	0.000 - 0.037
	1806.511
	0.014
	0.000 - 0.037
	1805.334*
	-0.010

	
	
	PAT
	0.008
	0.000 - 0.028
	1679.501
	0.011
	0.000 - 0.030
	1678.713*
	-0.024

	
	
	PFR
	0.004
	0.000 - 0.015
	1083.666
	0.002
	0.000 - 0.012
	1080.548*
	-0.165

	
	
	POS
	0.066
	0.000 - 0.171
	295.893
	0.078
	0.000 - 0.238
	294.132*
	0.015

	
	
	SMA
	0.078
	0.020 - 0.133
	1196.948
	0.086
	0.046 - 0.139
	1196.601*
	0.076*

	 
	 
	VPA
	0.011
	0.000 - 0.044
	620.748
	0.014
	0.000 - 0.046
	617.192*
	0.057


Table S5. Proportion of membership (Q) of each pre-defined population (46) of Mauritia flexuosa in each of the two clusters inferred by Bayesian analyses implemented in Structure software. N, number of individuals sampled in each population. In bold, Q ≥ 0.100.
	 
	 
	 
	 
	Inferred Cluster
	 

	Biome
	Basin
	Population
	1
	2
	N

	Amazon
	Amazon
	CEZ
	0.0125
	0.9875
	5

	
	
	DUV
	0.0300
	0.9700
	6

	
	
	EZC
	0.0050
	0.9950
	15

	
	
	EZL
	0.0090
	0.9910
	12

	
	
	IMA
	0.0050
	0.9950
	13

	
	
	ITA
	0.0570
	0.9430
	10

	
	
	MAN
	0.0070
	0.9930
	16

	
	
	PO1
	0.0040
	0.9960
	33

	
	
	PO2
	0.0030
	0.9970
	14

	
	
	PO3
	0.0040
	0.9960
	8

	
	
	PO4
	0.0060
	0.9940
	9

	
	
	PRF
	0.0190
	0.9810
	9

	
	
	RED
	0.0060
	0.9940
	10

	
	
	RTA
	0.0040
	0.9960
	4

	
	Araguaia-Tocantins
	GBE
	0.0100
	0.9900
	15

	
	Caribbean
	AS1
	0.0020
	0.9980
	24

	
	
	AS3
	0.0030
	0.9970
	13

	
	 
	AS8
	0.0020
	0.9980
	20

	
	North Atlantic
	RAP
	0.0030
	0.9970
	30

	
	 
	ROY
	0.0040
	0.9960
	19

	
	Orinoco
	SM1
	0.0030
	0.9970
	15

	
	
	SM2
	0.0020
	0.9980
	24

	 
	 
	YOP
	0.0030
	0.9970
	30

	Cerrado
	Amazon
	CER
	0.9838
	0.0163
	8

	
	
	COM
	0.9828
	0.0173
	8

	
	
	NLA
	0.9710
	0.0290
	7

	
	
	POL
	0.9718
	0.0283
	8

	
	
	RIC
	0.9950
	0.0050
	18

	
	
	VIL
	0.9910
	0.0090
	7

	
	Paraná-Paraguay
	ACR
	0.9360
	0.0640
	16

	
	
	ALG
	0.9970
	0.0030
	17

	
	
	APO
	0.9970
	0.0030
	16

	
	
	CGR
	0.9960
	0.0040
	23

	
	
	DIA
	0.9900
	0.0100
	14

	
	 
	NSL
	0.9980
	0.0020
	14

	
	São Francisco
	PNP
	0.9970
	0.0030
	21

	
	Araguaia-Tocantins
	AGE
	0.9970
	0.0030
	15

	
	
	CGO
	0.9965
	0.0035
	20

	
	
	MOZ
	0.9970
	0.0030
	23

	
	
	NOP
	0.9970
	0.0030
	8

	
	
	NXA
	0.9940
	0.0060
	28

	
	
	PAT
	0.9970
	0.0030
	30

	
	
	PFR
	0.9980
	0.0020
	26

	
	
	POS
	0.9970
	0.0030
	5

	
	
	SMA
	0.9960
	0.0040
	16

	 
	 
	VPA
	0.9980
	0.0020
	10


Table S6. Proportion of membership (Q) of each pre-defined population of Mauritia flexuosa from Amazon biome in each of the three clusters inferred by Bayesian analyses implemented in Structure software. N, number of individuals sampled in each population. In bold, Q ≥ 0.100.
	 
	 
	 
	 
	Inferred Cluster
	 

	Biome
	Basin
	Population
	1
	2
	3
	N

	Amazon
	Amazon
	CEZ
	0.0120
	0.9830
	0.0050
	5

	
	
	DUV
	0.0830
	0.8960
	0.0210
	6

	
	
	EZC
	0.0090
	0.9760
	0.0150
	15

	
	
	EZL
	0.0370
	0.9470
	0.0160
	12

	
	
	IMA
	0.0220
	0.9710
	0.0070
	13

	
	
	ITA
	0.1041
	0.8507
	0.0453
	10

	
	
	MAN
	0.0612
	0.9065
	0.0323
	16

	
	
	PO1
	0.0140
	0.9660
	0.0200
	33

	
	
	PO2
	0.0220
	0.9697
	0.0083
	14

	
	
	PO3
	0.0143
	0.9417
	0.0440
	8

	
	
	PO4
	0.0585
	0.9185
	0.0230
	9

	
	
	PRF
	0.0060
	0.8764
	0.1176
	9

	
	
	RED
	0.0320
	0.9618
	0.0062
	10

	
	
	RTA
	0.0330
	0.9433
	0.0237
	4

	
	Caribbean
	AS1
	0.0070
	0.0193
	0.9738
	24

	
	
	AS3
	0.0030
	0.0040
	0.9930
	13

	
	 
	AS8
	0.0060
	0.0090
	0.9850
	20

	
	North Atlantic
	RAP
	0.0110
	0.0230
	0.9660
	30

	
	 
	ROY
	0.0230
	0.0412
	0.9358
	19

	
	Orinoco
	SM1
	0.7884
	0.1833
	0.0283
	15

	
	
	SM2
	0.9395
	0.0353
	0.0253
	24

	 
	 
	YOP
	0.9590
	0.0370
	0.0040
	30

	
	Araguaia-Tocantins
	GBE
	0.0237
	0.4314
	0.5449
	15


Table S7. Proportion of membership (Q) of each pre-defined population of Mauritia flexuosa from Cerrado biome in each of the two clusters inferred by Bayesian analyses implemented in Structure software. Six populations from Amazonia biome that clustered with Cerrado populations were also included in this analysis. N, number of individuals sampled in each population. In bold, Q ≥ 0.100.
	 
	 
	 
	Inferred Cluster
	

	Biome
	Basin
	Population
	1
	2
	N

	Cerrado
	Amazon
	CER
	0.0520
	0.9480
	8

	
	
	COM
	0.3050
	0.6950
	8

	
	
	NLA
	0.1480
	0.8520
	7

	
	
	POL
	0.3150
	0.6850
	8

	
	
	RIC
	0.0630
	0.9370
	18

	 
	 
	VIL
	0.1710
	0.8290
	7

	
	Paraná-Paraguay
	ACR
	0.9210
	0.0790
	16

	
	
	ALG
	0.9878
	0.0123
	17

	
	
	APO
	0.9830
	0.0170
	16

	
	
	CGR
	0.9950
	0.0050
	23

	
	
	DIA
	0.7592
	0.2407
	14

	
	 
	NSL
	0.9920
	0.0080
	14

	
	São Francisco
	PNP
	0.9320
	0.0680
	21

	
	Araguaia-Tocantins
	AGE
	0.9665
	0.0335
	15

	
	
	CGO
	0.8960
	0.1040
	20

	
	
	MOZ
	0.9778
	0.0222
	23

	
	
	NOP
	0.0190
	0.9810
	8

	
	
	NXA
	0.0060
	0.9940
	28

	
	
	PAT
	0.0070
	0.9930
	30

	
	
	PFR
	0.0460
	0.9540
	26

	
	
	POS
	0.2437
	0.7562
	5

	
	
	SMA
	0.1390
	0.8610
	16

	 
	 
	VPA
	0.8615
	0.1385
	10


Table S8. Time to most recent common ancestor (TMRCA) for lineages from Amazonia and Cerrado biomes and for the river basins based on Bayesian coalescence analysis for 10 microsatellite loci.
	
	
	
	Coalescence Time (TMRCA)
	
	

	Biome
	River basin
	Generations
	95% CI
	Years
	95% CI

	Amazonia
	Overall
	6,266.234
	1,098.182 – 12,986.753
	250,649.35
	43,927.273 – 519,470.129

	
	Amazon
	290.648
	97.792 – 560.256
	11,625.92
	3911.68 – 2,2410.24

	
	Caribbean
	35.324
	14.544 – 76.624
	1,412.96
	581.76 – 3,064.96

	
	North Atlantic
	21.948
	7.128 – 43.764
	877.92
	285.12 – 1,750.56

	
	Orinoco
	132.464
	67.792 – 228.572
	5,298.56
	2,711.68 – 9,142.88

	Cerrado
	Overall
	3,280.259
	86.623 – 11,606.104
	131,210.39
	3,464.935 – 464,244.156

	
	Paraná-Paraguay
	38.180
	13.248 – 73.116
	1,527.2
	529.92 – 2924.64

	
	São Francisco
	18.308
	5.636 – 35.452
	732.32
	225.44 – 1418.08

	
	Araguaia-Tocantins
	48.960
	21.948 – 84.416
	1,958.4
	877.92 – 3,376.64

	Overall
	
	11,715.194
	9,288.051 – 12,987.0129
	468,607.79
	371,522.078 – 519,480.519


Table S9. Number of migrants per generation (Nem) and 95% credibility interval (CI) for populations of Mauritia flexuosa, based on Bayesian coalescence analysis for 10 microsatellite loci. Analyses were performed per river basin. Migration direction is from river basin in the rows into river basin in the columns. In bold, values of Nem > 1.00.

	River Basin
	Amazon
	North Atlantic
	Caribbean
	Orinoco
	Paraná-Paraguay
	São Francisco
	Araguaia-Tocantins

	
	Nem
	95% CI
	Nem
	95% CI
	Nem
	95% CI
	Nem
	95% CI
	Nem
	95% CI
	Nem
	95% CI
	Nem
	95% CI

	Amazon
	0.00
	0.00
	0.00
	2.51
	0.19
	8.29
	3.20
	0.25
	15.69
	1.43
	0.00
	10.26
	3.95
	0.06
	16.82
	3.97
	0.49
	13.89
	10.36
	0.96
	34.76

	North Atlantic
	0.71
	0.05
	3.15
	0.00
	0.00
	0.00
	1.05
	0.15
	3.06
	1.43
	0.35
	3.37
	0.69
	0.06
	3.13
	0.56
	0.07
	2.71
	0.42
	0.02
	1.74

	Caribbean
	0.64
	0.00
	4.71
	2.01
	0.40
	5.90
	0.00
	0.00
	0.00
	0.64
	0.00
	5.41
	1.51
	0.07
	5.90
	1.61
	0.16
	5.90
	2.10
	0.62
	5.90

	Orinoco
	8.10
	2.92
	17.60
	7.69
	1.91
	17.42
	1.37
	0.06
	5.23
	0.00
	0.00
	0.00
	3.75
	0.11
	13.59
	1.09
	0.00
	4.56
	5.19
	0.78
	16.72

	Paraná- Paraguay
	2.07
	0.18
	5.63
	0.32
	0.00
	1.42
	0.28
	0.00
	1.18
	0.46
	0.01
	2.38
	0.00
	0.00
	0.00
	0.47
	0.05
	1.51
	1.21
	0.14
	5.54

	São Francisco
	0.86
	0.09
	2.73
	0.56
	0.07
	1.71
	0.70
	0.12
	2.25
	0.06
	0.00
	0.31
	1.01
	0.06
	2.73
	0.00
	0.00
	0.00
	1.04
	0.19
	2.73

	Araguaia- Tocantins
	2.93
	0.82
	6.50
	1.12
	0.20
	4.20
	1.01
	0.01
	3.32
	0.42
	0.02
	2.01
	1.19
	0.07
	4.25
	1.95
	0.23
	6.12
	0.00
	0.00
	0.00


Table S10. Comparison of genetic parameters of Mauritia flexuosa between Amazonia and Cerrado biomes and among river basins, based on 10 microsatellite loci and 46 populations. Permutation test were performed with 10,000 randomizations. Ar, allelic richness; He, expected heterozygosity under Hardy-Weinberg equilibrium; Ho, observed heterozygosity; f, inbreeding coefficient; FST, genetic differentiation. Values in bold are significantly different (permutation test, p < 0.05).
	 
	Biome
	River basin

	Genetic parameter
	Amazonia
	Cerrado
	p
	Amazon
	Caribbean
	North Atlantic
	Orinoco
	Paraná-Paraguay
	São Francisco
	Araguaia -Tocantins
	p

	Ar
	2.860
	2.840
	0.822
	4.019
	2.855
	3.350
	3.397
	3.398
	-
	3.619
	0.014

	f
	0.068
	0.030
	0.120
	 0.059
	 0.081
	0.018
	0.175
	0.084 
	-
	 0.138
	0.051

	FST
	0.152
	0.138
	0.596
	 0.095
	 0.079
	0.021
	0.051
	0.071
	-
	  0.000
	0.723

	He
	0.735
	0.737
	0.959
	 0.814
	 0.604
	0.704
	0.689 
	 0.698
	-
	 0.746
	0.015

	Ho
	0.685
	0.715
	0.276
	 0.766 
	 0.555 
	 0.692
	0.568
	0.640
	-
	 0.745
	0.003


Table S11. Probability values and 95% confidence intervals for the 10 subsets of closest simulated data. For all demographical scenarios we used the logistic approach in approximate Bayesian computation (ABC). See Figure 3 for more details about the scenarios. In bold, the best-supported scenarios in comparison.
	
	
	
	Admixture
	
	
	No Admixture
	

	Model
	N
	Expansion
	Stability
	Multiple Refugia
	Expansion
	Stability
	Multiple Refugia

	Direct
	1000
	0.1720 [0.0980-0.2460]
	0.2020 [0.1233-0.2807]
	0.2400 [0.1563-0.3237]
	0.0960 [0.0383-0.1537]
	0.1740 [0.0997-0.2483]
	0.1160 [0.0532-0.1788]

	
	2000
	0.1615 [0.0894-0.2336]
	0.1940 [0.1165-0.2715]
	0.2335 [0.1506-0.3164]
	0.1025 [0.0431-0.1619]
	0.1810 [0.1055-0.2565]
	0.1275 [0.0621-0.1929]

	
	3000
	0.1680 [0.0947-0.2413]
	0.1883 [0.1117-0.2650]
	0.2227 [0.1411-0.3042]
	0.1107 [0.0492-0.1722]
	0.1790 [0.1039-0.2541]
	0.1313 [0.0651-0.1975]

	
	4000
	0.1685 [0.0951-0.2419]
	0.1883 [0.1116-0.2649]
	0.2135 [0.1332-0.2938]
	0.1142 [0.0519-0.1766]
	0.1800 [0.1047-0.2553]
	0.1355  [0.0684-0.2026]

	
	5000
	0.1738 [0.0995-0.2481]
	0.1846  [0.1086-0.2606]
	0.2088 [0.1291-0.2885]
	0.1184 [0.0551-0.1817]
	0.1746 [0.1002-0.2490]
	0.1398 [0.0718-0.2078]

	
	6000
	0.1733 [0.0991-0.2475]
	0.1867 [0.1103-0.2630]
	0.2067 [0.1273-0.2860]
	0.1170 [0.0540-0.1800]
	0.1750 [0.1005-0.2495]
	0.1413 [0.0731-0.2096]

	
	7000
	0.1721 [0.0982-0.2461]
	0.1844 [0.1084-0.2604]
	0.2016 [0.1229-0.2802]
	0.1214 [0.0574-0.1854]
	0.1780 [0.1030-0.2530]
	0.1424 [0.0739-0.2109]

	
	8000
	0.1709 [0.0971-0.2446]
	0.1849 [0.1088-0.2610]
	0.1979 [0.1198-0.2760]
	0.1238 [0.0592-0.1883]
	0.1791 [0.1040-0.2543]
	0.1435  [0.0748-0.2122]

	
	9000
	0.1729 [0.0988-0.2470]
	0.1841 [0.1081-0.2601]
	0.1943 [0.1168-0.2719]
	0.1234  [0.0590-0.1879]
	0.1784 [0.1034-0.2535]
	0.1468 [0.0774-0.2161]

	
	10000
	0.1713 [0.0975-0.2451]
	0.1849 [0.1088-0.2610]
	0.1926 [0.1153-0.2699]
	0.1253 [0.0604-0.1902]
	0.1782 [0.1032-0.2532]
	0.1477 [0.0782-0.2172]

	Logistic approach
	1000
	0.0052 [0.0000-1.0000]
	0.1540 [0.0000-1.0000]
	0.1679 [0.0000-1.0000]
	0.0000 [0.0000-1.0000]
	0.0180 [0.0000-1.0000]
	0.6549 [0.0000-1.0000]

	
	2000
	0.0141 [0.0000-0.6114]
	0.0968  [0.0000-0.6372]
	0.4040 [0.0000-1.0000]
	0.0000  [0.0000-0.6138]
	0.0267 [0.0000-0.6099]
	0.4584 [0.0000-1.0000]

	
	3000
	0.0224 [0.0000-0.5434]
	0.1070 [0.0000-0.5820]
	0.3400 [0.0000-0.9577]
	0.0000 [0.0000-0.5408]
	0.0363 [0.0000-0.5453]
	0.4943 [0.0000-1.0000]

	
	4000
	0.025  [0.0000-0.5292]
	0.0920 [0.0000-0.5601]
	0.3085 [0.0000-0.8987]
	0.0000 [0.0000-0.5227]
	0.0393 [0.0000-0.5331]
	0.5351 [0.0967-0.9736]

	
	5000
	0.0237 [0.0000-0.5228]
	0.0802 [0.0000-0.5493]
	0.2822 [0.0000-0.8580]
	0.0000 [0.0000-0.5149]
	0.0441 [0.0000-0.5304]
	0.5698 [0.1920-0.9476]

	
	6000
	0.0242 [0.0000-0.5034]
	0.0700 [0.0000-0.5259]
	0.2672 [0.0000-0.8165]
	0.0000 [0.0000-0.4939]
	0.0490 [0.0000-0.5143]
	0.5897 [0.2546-0.9248]

	
	7000
	0.0257 [0.0000-0.4765]
	0.0634 [0.0000-0.4960]
	0.2567 [0.0000-0.7744]
	0.0000 [0.0000-0.4651]
	0.0560 [0.0000-0.4915]
	0.5982 [0.2935-0.9029]

	
	8000
	0.0273 [0.0000-0.4494]
	0.0585 [0.0000-0.4664]
	0.2528 [0.0000-0.7387]
	0.0000 [0.0000-0.4363]
	0.0599 [0.0000-0.4670]
	0.6016  [0.3197-0.8835]

	
	9000
	0.0295 [0.0000-0.4174]
	0.0559 [0.0000-0.4324]
	0.2547 [0.0000-0.7045]
	0.0000 [0.0000-0.4023]
	0.0635 [0.0000-0.4369]
	0.5964  [0.3312-0.8617]

	
	10000
	0.0315 [0.0000-0.3817]
	0.0559 [0.0000-0.3962]
	0.2615 [0.0000-0.6719]
	0.0000 [0.0000-0.3647]
	0.0669 [0.0000-0.4031]
	0.5842 [0.3319-0.8365]


Table S12. Multiple matrix regression of genetic differentiation among Mauritia flexuosa populations and geographic and environmental distances, based on microsatellite data for 46 populations. T_ECE topsoil salinity; T_OC, topsoil organic carbon; T_REF_BULK_DENSITY, topsoil density; T_CEC_CLAY, topsoil clay cationic exchange capacity; Bio1, annual mean temperature; Bio2, mean diurnal temperature range; Bio14, precipitation of driest month; Bio 16, precipitation of wettest quarter. Values in bold are significant, p < 0.05. Model r2 = 0.339, p = 0.0010.
	Variables
	Coefficient
	p
	r2
	F test

	Intercept
	-0.0063
	1.0000
	0.3391
	58.4312

	Geographic distance
	0.0770
	0.0010
	0.0010
	0.0010

	T_ECE
	0.0082
	0.3654
	0.3391
	58.4312

	T_OC
	0.0321
	0.0070
	0.0010
	0.0010

	T_REF_BULK_DENSITY
	0.0333
	0.0160
	0.3391
	58.4312

	T_CEC_CLAY
	0.0017
	0.7938
	0.0010
	0.0010

	Bio1
	0.0101
	0.4214
	0.0010
	0.0010

	Bio2
	0.0258
	0.0070
	0.3391
	58.4312

	Bio14
	0.0102
	0.3604
	0.0010
	0.0010

	Bio16
	0.0100
	0.4805
	0.3391
	58.4312


Table S13. Time to most recent common ancestor (TMRCA) and effective population size (Ne) for lineages from Amazonia and Cerrado biomes and for the river basins based on Bayesian coalescence analysis for 10 microsatellite loci and one randomly selected individual per population. The analysis was performed to check results consistency.
	
	
	
	
	Coalescence time (TMRCA)

	Biome
	Basin
	Ne
	95% CI
	Generations
	95% CI
	Years
	95% CI

	Amazon
	Overall
	1,040.519
	16.266 - 2845.194
	4,162.078
	65.064 – 11,380.779
	166,483.12
	2602.597 - 455231.168

	
	Amazon
	280.519
	49.773 - 793.993
	1,122.077
	199.091 – 3,175.974
	44,883.12
	7,963.636 – 127,038.961

	
	Caribbean
	10.162
	0.068 - 9.448
	40.649
	0.272 - 37.792
	1,625.974
	10.912 – 1,511.688

	
	North Atlantic
	198.571
	0.040 – 1,449.383
	794.286
	0.162 – 5,797.532
	31,771.428
	6.47 – 231,901.298

	
	Orinoco
	355.422
	0.655 – 2,046.623
	1,421.688
	2.622 – 8,186.493
	56,867.53
	104.867 – 327,459.74

	Cerrado
	Overall
	344.318
	7.825 – 1,424.188
	1,377.273
	31.298 – 5,696.753
	55,090.91
	1,251.948 – 227,870.129

	
	Paraná-Paraguay
	245.812
	0.762 – 1,483.571
	983.247
	3.047 – 5,934.286
	39,329.87
	121.901 – 237,371.428

	
	São Francisco
	458.571
	0.257 – 2,350.487
	1,834.286
	1.026 – 9,401.948
	73,371.428
	41.057 – 376,077.922

	
	Araguaia-Tocantins
	9.383
	0.814 - 19.026
	37.532
	3.256 - 76.104
	1,501.298
	130.259 – 3,044.155

	Overall
	
	2,605.195
	1,946.331 – 3,246.753
	10,420.779
	7,785.325 – 12,987.013
	416,831.169
	311,412.987 – 519,480.519


Table S14. Comparison of genetic parameters of Mauritia flexuosa between populations close and far from archeological sites in Amazonia biome based on 10 microsatellite loci. Permutation test were performed with 10,000 randomizations. Ar*, allelic richness; He, expected heterozygosity under Hardy-Weinberg equilibrium; Ho, observed heterozygosity; f, inbreeding coefficient; FST, genetic differentiation. 
	 
	Groups

	Genetic parameter
	Archeological sites (n = 6)
	Amazonia (n = 22)
	p

	Ar*
	3.883
	3.598
	0.189

	f
	0.097
	 0.058
	0.307

	FST
	0.145
	 0.151
	0.896

	He
	0.766 
	 0.726
	0.343

	Ho
	0.692
	 0.684
	0.862


