[bookmark: _GoBack][image: ]Figure S5a. Confidence intervals for skyline plots created using rangewide and subspecies-level mitochondrial datasets.




Figure S5b. Population trajectories of demographic simulations plotted against the skyline plot confidence interval for the rangewide dataset. Ne for simulations was calculated as the total number of individuals summed across all demes at 500-year intervals for each simulated dataset. Colored lines represent different refugial scenarios; solid lines represent simulations conducted using a per deme carrying capacity of 1000, while dashed lines represent simulations conducted using a carrying capacity of 5000. All simulations shown were conducted using a migration rate of 5x10-3. Using a lower migration rate (1x10-3) produced very similar population trajectories (data not shown). 
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