Supplementary Figure S7 Mantel tests. GGD = Geographic Distance, FSTP = pairwise Fs; (Weir and
Cockerham, 1984). A dataset 1 which comprises 340 individuals representing 17 populations,
genotyped for all 63 microsatellite markers where possible, including the assumed monomorphic
data (See Supplementary Table S2: categories A, B and C). B dataset 2 which comprises 340
individuals representing 17 populations, genotyped for all 63 microsatellite markers where possible,
excluding the assumed monomorphic data (See Supplementary Table S2: categories A and B). C
dataset 3 which comprises 260 individuals representing 13 populations of the 8 taxa of the section
Talauma subsection Splendentes (See Table 1: Class. = TAS), genotyped for 10 microsatellite markers
(See Supplementary Table S2: marker names indicated with an asterisk).
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