
Description of Additional Supplementary Files 
 
File Name: Supplementary Data 1 
Description: Metadata associated to each genome used in this study, including those 
sequenced here and publicly available. 
 
File Name: Supplementary Data 2 
Description: Genes identified to be evolving under positive selection. 
 
File Name: Supplementary Data 3 
Description: Identity of virulence factors against the NCBI nr database. 
 
  


