Dataset: 19 perturbations (sample selection: SYH)

14 probes (gene selection: SYH_CO_2)
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Down-regulated Up-regulated

14 of 14 perturbations fulfilled the filter criteria
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¥ Biotic
A. brassicicola study 3 (Col-0) / mock treated leaf samples (Col-0) ¥ BEE EEEe 1.05 2.04 0.023
B. cinerea / non-infected rosette leaf samples BEEREEREERE 0.67 1.80 0.275
H. arabidopsidis study 4 (Col-0) / untreated seedling samples (Col-0) BEN ] -0.05 -1.04 0.298
P. syringae pv. maculicola (Col-0) / mock treated leaf samples (Col-0) Bl EEEEere 2.23 468  <0.001
P. syringae pv. tomato study 3 (DC3000) / mock inoculated leaf samples (24h) HEEEEEEEEEE 1.03 203  <0.001

¥ Chemical

benzothiadiazole study 3 (Col-0) / untreated (Col-0) plant samples BEETEEE e 0.26 1.20 0.177
chitin / mock treated seedlings BEEEEEEE e 0.45 1.37 0.083
H202 study 3 (Col-0) / untreated seedlings (Col-0) BEEEEEEEREs 0.41 1.33 0.068
¥ Elicitor
EF-Tu (elf18) study 3 (Col-0) / mock treated seedling samples (Col-0) BEEEEEE e 0.14 1.11 0.321
FLG22 (1h) / H20 treated leaf samples (1h) L] -0.02 -1.01 0.933
Pep2 (Col-0) / mock treated seedling samples (Col-0) ] B 0.33 1.26 0.038

T Hormone

salicylic acid / mock treated seedlings BERRERREEEs 0.54 1.45 0.114
¥ Stress
EEEEEEEEEEN

heat study 4 / untreated plant samples -0.35 -1.27 0.024

heat study 11 (Col) / untreated seedling samples (Col) PR EEERREs 0.08 1.05 0.641
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