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Description of Additional Supplementary Files

Supplementary Data 1. Differential expression analysis of ZFR knockdown in 

HEK-293TO cells 

DESeq2 analysis of genes differentially expressed in RNAseq of HEK-293TO cells depleted of 

ZFR or treated with control siRNAs. 

Supplementary Data 2. MISO analysis of alternative splicing induced by ZFR knockdown 

in HEK-293TO cells

Complete MISO output comparing splicing events in HEK-293TO cells depleted of ZFR or 

treated with control siRNAs. 

Supplementary Data 3. MISO analysis of alternative splicing induced by ZFR knockdown 

in THP-1 cells 

Complete MISO output comparing splicing events in monocytic (untreated) or macrophage-like 

(PMA-treated) THP-1 cells depleted of ZFR or treated with control shRNAs. 

Supplementary Data 4. Differential expression analysis of ZFR knockdown in THP-1 cells 

DESeq2 analysis of genes differentially expressed in RNAseq of monocytic (untreated) or 

macrophage-like (PMA-treated) THP-1 cells depleted of ZFR or treated with control shRNAs.. 

Supplementary Data 5. GSEA analysis of THP-1 ZFR knockdown RNAseq 

Complete GSEA output from analysis of genes regulated by ZFR depletion from macrophage-

like THP-1 cells.  

Supplementary Data 6. Oligonucleotide sequences. Sequences of oligonucleotides used for 

cloning and gene expression analysis by RT-PCR. 




