
Description of Additional Supplementary Files 
 

 
File Name: Supplementary Data 1 
Description: SNPs with P<1 × 10−5 in the discovery stage. 

 
File Name: Supplementary Data 2 
Description: Results for the epigenomic analysis.  
 

 
File Name: Supplementary Data 3 
Description: Association signals of imputed classical HLA alleles with TB in Chinese.  

 
 
File Name: Supplementary Data 4 

Description: Top significant genes in the gene-based analysis. 
 
File Name: Supplementary Data 5 

Description: Top significant gene sets in the pathway-based analysis. 
 
 

File Name: Supplementary Data 6 
Description: Nucleotide sequences for primers used in the Sequenom iPLEX SNP 
Genotyping. 
 

 


