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Supplementary table 1

Gene GenBank ID Forward Sequence (5'-3’) Reverse Sequence (5’-3’)
Nono NM_02314 CTGTCTGGTGCATTCCTGAACTAT AGCTCTGAGTTCATTTTCCCATG
Ppia NM_008907 CAAATGCTGGACCAAACACAA GCCATCCAGCCATTCAGTCT
Syt7 NM_018801 GTGAGAAGAAAGCCATCAAGTT CCGGGCACTGGGGCTGTA

Supplementary table 1 Mouse gPCR primer sequences



Supplementary figure 1

a C1qgl2 minimal promoter
_A_
- TSS -
5’ TSS region — 5'UTR
~ A 1 A
AN\ 1 ARNN

1019 CpG islands +1 CpGislands ,o9g

b

—_—
dentate mossy
gyrus fibers

c
\
proteins - GFP

d: Dendrites . gc : granule cells A b: Bundles

protein | GFP

d Cre ChIEFtom e
Cre  GFP 2ACre
kDa
100 - Probing 2A
72- - ChlIEFtom2A
100 - Probing tom

79 H - ChIEFtom2A
72- Probing Cre
s W

35- W - -Cre
f 1%} GFP Cre-GFP
kDa Probing GFP

60- s - Cre-GFP

30- -GFP
Probing Cre

60— S - Cre-GFP
Probing PS1

18 — S— c— -PS1



Supplementary figure 1

g Single
+60—
mV

-70—

1
light pulse I
0 1 2 3 4 5 (s)

|

GC-AP threshold at increasing light intensity
0
-10
-20
< -30
£ 40
-50
-60

-70

40 60 80 100

Light intensity (%)

20

EPSC amplitudes at 0.1Hz

0 10 20 30 40 50 60 70 80 90100
Light intensity

K Amplitude at 0.1 Hz

100 APs train at 20 Hz in GCs h

Failure rate at 0.1 Hz

Light intensity

GC-AP at increasing light intensity

GC-AP amplitude at increasing light intensity

140

$ 120]0-0—0—0—0——0

100

80 T T T )
40 60 80 100
Light intensity (%)

20

o 100
£
& 75
&}
9 50
]
S 25
S
0 . T T r )
0 20 40 60 80 100
Light intensity (%)
GC-AP half-width at increasing light intensity
24
2.0 @ PSKO
£
=18 %:023:8:8
1.6
1.4

40 60 80 100

Light intensity (%)

20

—~. 1501 -
2 100
= © 807
£ 100 2
£ & 60
%] | o ]
3 501 g 40
o © 1
w x 201
0 04
| EPSCs variability
4.
¢ WT

31 . (]
, . .o ° Psko
>
G2 .,

(]
he 144
1 ‘:.' ::.\.
[ X ]

Paired Pulse Frequency facilitation
(40 ms) 8, (1/0.1 Hz)
w O 26l [ Electrical
£ 2 , [Optical
© 4 o !
&} 34
& 2] &
L w w 21
0 0-
Control Cd%* 32 uM
—_ > W v
40
pA
5ms



Supplementary figure 1 Combined DG-specific gene deletion with light activation. a Schematic
representation of the mouse C1ql2 minimal promoter cloned from genomic DNA. The 1315 bp
sequence includes a region proximal to the transcription start site (5° TSS) and part of the 5
untranslated region of the C1qgl2 mRNA (5’ UTR). The sequence is rich in putative transcription factor
binding sites (CpG islands). b Expression of GFP controlled by the C1ql2 promoter targets mature Mfs
labelled by an antibody against synaptoporin. ¢ Top panels, scheme of a bicistronic DNA construct
that allows the co-expression of ChIEFtom and GFP under the control of the C1ql2 promoter. Middle
panels, pictures showing the co-expression of ChIEFtom and GFP in the DG. Small squares indicated
in the merge panel are presented enlarged in the lower row of panels. Lower panels, images acquired
using a confocal microscope with a 20x or 60x objective showing that the two proteins ChlIEFtom and
GFP are well expressed in all cell compartments (dendrites, GCs soma, Mf bundles, Mf boutons in the
stratum lucidum (SL). The fluorescence of mTomato fused to membrane bound ChR2 is prominent in
dendrites and fibers whereas the fluorescence of cytosolic GFP is prominent in soma. The two
polypeptides are well separated as shown by the expression of the membrane-bound ChlEFtom at the
GC cell surface and of the free GFP in the cytosol (panel “gc: granule cells). However, infected
neurons do not display any sign of degeneration, toxicity or aggregates of ChR2. d Western blots of
ChIEFtom2A-Cre constructs (right) showing that ChIEFtom is fused to the remaining 2A peptide while
Cre recombinase is free. e Expression of Cre recombinase under the control of the C1gl2 promoter
allows the recombination of floxed-tdTomato gene in Ai9 mouse line leading to the expression of free
cytosolic tdTomato in GC soma. f Western blots of samples from neuronal cultures prepared from
PS1floxed embryos. Neurons were non-infected (d), infected with GFP- or with CreGFP-expressing
viruses. Cre prevents most of PS1 protein expression. g Electrophysiological properties of ChlIEF-
expressing GCs studied in the whole-cell current clamp mode. A single action potential (AP) is evoked
by a light pulse at 470 nm of 1 ms. A long burst of 100 stimuli at 20 Hz for 5 s triggers a long train of
APs without failure. h Representative traces of single AP evoked in GC at increasing light intensity,
and plot of the percentage of GC firing in function of light intensity. 1 ms pulses of 470 nm light were
shined on top of GC using a 63x objective. Light intensity was increased up to 2 mW/cm2 (100%). i
Properties of the GCs spikes in function of the intensity of light pulses. Plots of the threshold,
amplitude and half-width of the GC action potential (GC-AP) are depicted. j Plot of EPSC amplitudes in
function of light intensity recorded from 20 CA3 pyramidal cells. 1 ms pulses of 470 nm light were
shinned on top of GC dendrites using a 63x objective. Light intensity was increased up to 2 m\W/cm?2.
k Comparison of averaged values of Mf-EPSC amplitude, failure rate, paired-pulse and frequency
facilitation recorded in CA3 pyramidal cells when stimulating Mfs with an extracellular electrode placed
in the hilus or by stimulating GC dendrites with light. | Coefficient of variability (C.V.) of the amplitude
of Mf-CA3 EPSCs recorded at 0.1 Hz in WT and PSKO conditions. m Representative Mf-EPSCs
recorded in CA3 pyramidal cells in control conditions or in presence of 32 uyM Cadmium?* (Cd?*). The
presence of Cd?* dramatically increases the failure rate and decreases the amplitude of the EPSCs.

Errors bars represent s.e.m.
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Supplementary figure 2 Electrophysiological properties of GCs, Mf-CA3 neurotransmission and Mf
boutons morphology. a Analysis of Mf-EPSCs recorded in CA3 pyramidal cells while stimulating with
ten repetitive light pulses at 20 Hz in WT, PS1KO and PS1/PS2KO conditions. Facilitation is
represented by the ratio of EPSC amplitudes relative to the amplitude of the EPSC evoked by the first
stimulus. Note that facilitation is impaired in the absence of PS1 alone. Two-way ANOVA, p=0.0304. b
Properties of GCs spikes evoked by 10 light pulses of 1 ms at 20 Hz on GCs in WT and PSKO
conditions. Plots of the threshold, amplitude and half-width of the GC action potential (GC-AP) are
depicted. ¢ Histograms of the mean fraction of spike transmitted in CA3 pyramidal cells recorded in the
current-clamp mode at 0.1 or 1 Hz in WT and PSKO conditions. Note that in average the fraction of
spike transmitted is low in all conditions even if a few neurons do fire quite reliably at 1 Hz. d
Representative traces of APs in CA3 pyramidal cells in response to the stimulation of GC dendrites at
40 Hz in WT (black) and PSKO (red) conditions. Plot of the fractions of spike transmission (for 16
recorded neurons per genotype; 5 sweeps per neuron) in WT or PSKO genotype is shown. Note that
at 40 Hz the highest rate of transmission is reached around 5 stimuli and that the plot in PSKO is lower
than in WT condition (Two-way ANOVA, p<0.00071). e Representative Mf EPSCs obtained by
illuminating the dendrites of GCs with 100 stimuli at 20 Hz. After the peak reached within ten stimuli,
the amplitudes of Mf-EPSCs decrease while the charge of the train increases. The raw amplitude of
Mf-EPSCs is plotted against the stimulus number. Note that Mf-EPSC amplitudes in PSKO condition
are lower than in WT. Two-way ANOVA, n=20/genotype, p<0.05. f Confocal images of the stratum
lucidum region of the hippocampus in brain slices where the Mfs projects onto CA3 pyramidal cells. A
zoom in using a 63x objective allows to observe Mf boutons. 3D reconstruction of some Mf boutons
after acquisition of Z-stack are depicted in grey. A zoom on two large Mf boutons allows to appreciate
their large volume and complex structure. The scatter plots with medians of the volume of Mf boutons
in WT and PSKO conditions are represented. g Evaluation of Bassoon puncta number and surface
using STED microscopy. A representative image of a Mf bouton labelled with membrane-bound YFP
(mYFP, bottom left panel) and stained against Bassoon (upper left panel in confocal; upper right panel
in STED microscopy) is shown. Detected Bassoon positive puncta are delimited with white lines.
Scatter plots of average size and the number of Bassoon puncta per Mf bouton are depicted. 76 Mf
boutons have been analyzed per genotype. The absence of PS does not impact on the number of

putative releasing sites. Errors bars represent s.e.m.



Supplementary figure 3

a PS1fl/PS2KO b WT C PS1fl/PS2KO
ChIEFtom2A-GFP ChIEFtom2A-Cre ChIEFtom2A-GFP ChlEFtom2A-Cre ChIEFtom2A-GFP  ChIEFtom2A-Cre
| ] | 1 | ]
7 X
Syt7

d Syt7 (N275/14)
<«
Mfs (SL)
WT CA3

somata

PSKO

Supplementary figure 3 Effect of targeted deletion of PS in GCs on Syt7 and Vamp2 expression. a-c

Pictures of coronal sections from mice injected in the left hemisphere with a LV expressing ChlEFtom
and GFP and on the right hemisphere with a LV expressing ChlEFtom and Cre. a, in PSfl1/PS2KO
mice, a decrease of Syt7 staining is observed only in the SL where PS1 has been removed (compare
the two oblique arrows). In WT condition stained for Syt7 (b) or in PSfl1/PS2KO mice stained for
Vamp2 (c), no difference is observed between the two hemispheres. Note that the absence of PS2
alone does not noticeably affect the staining of Syt7 compared to WT (compare the left hemispheres of
WT and PS1fl/PS2KO conditions). d Confocal images of the stratum lucidum (SL) where the Mfs can
be distinguished in the red channel (ChlIEFtom) and stainings of Syt7 depicted in green. The Syt7
staining in PSKO Mfs was negligible in comparison to WT and indicates that PS supports the

expression of Syt7.
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Supplementary figure 4 Basal transmission at PSKO Mf-CA3 synapses rescued for Syt7. a Basal
transmission at Mf-CA3 synapses in WT, PSKO and PSKO+Syt7 conditions. Scatter plots with
medians of the amplitude, and means of the failure rate of EPSCs recorded in CA3 neurons at 0.1 Hz.
b Analysis of presynaptic facilitation in 20 Hz trains. Facilitation is represented by the amplitude of the
EPSCs normalized to the amplitude of the first EPSC. The over-expression of Syt7 in WT does not
significantly alter presynaptic facilitation. n=24 in WT, 14 in WT+Syt7. ¢ Scatter plots with means of
replenishment rates at 20 Hz calculated neuron per neuron are represented by genotype. The
replenishment rate of WT+Syt7 condition does not differ from the WT condition. Errors bars represent

s.e.m.
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Supplementary figure 5 Basal transmission at PSKO Mf-CA3 synapses with rescue of AICD. a
Western blots of (LoxStopLox)-ChlIEFtom2A-AICD construct (right) showing the expression of AICD at
the protein level. b Basal transmission at Mf-CA3 synapses in WT and PSKO with re-expression of
AICD. Scatter plots with medians of EPSCs amplitude recorded in CA3 pyramidal cells in the whole
cell voltage-clamp mode while stimulating GCs with light at 0.1 Hz. ¢ Scatter plots with mean failure

rates in conditions as in (a).
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Supplementary figure 6 Expression of y-secretase substrate candidates in Mfs and accumulation of
C-terminal stubs upon y-secretase inhibition. a Confocal images of the Mfs tracts in WT and PSKO
conditions observable in the red channel (ChlIEFtom) and green channel (staining for Ncadherin
Cterminal (Ncad) or Neurexin Cterminal (Nrx1)). Mfs are faintly labelled by the Ncad antibody and
more prominently by the Nrx1 antibody. The absence of PS does not alter labelling with these two
antibodies. b Scatter plots of the mean pixel intensity in the SL normalized to the mean pixel intensity
in the stratum radiatum for Ncad and Nrx1 labelling. ¢ The absence of PS does not increase the
intensity of the labelling indicating that Cterminal stubs of Ncad or Nrx1 do not accumulate in Mfs. d
Western-blot of protein extracts from neuronal cultures treated or not with a y-secretase inhibitor (GSI).
GSI induces the accumulation of APP-CTFs and Ncad Cterminal stub (Ncad-CTF1) but not of the
band expected to be Neurexin1-CTF (16 kDa). IP of Syt7 pull down APP-FL, APP-CTFs and Ncad but
not Ncad-CTF1 or Neurexin1 of any form. e Quantitative analysis of the CTF bands detected in
western blot of starting materials from neuronal cultures treated or not with GSI as in (d). An increase
of 800% in the expression of APP-CTFs was detected. An increase of 650% in the expression of
Ncad-CTF was detected. The expression level of Neurexin-CTF was unchanged by treatment with
GSlI.
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Supplementary figure 7 Characterization of synaptosomal protein pattern and colocalization between
Syt7 and APP in neurons. a Characterization by WB probing of synaptosomal protein lysate (Syn)
versus protein lysate from the crude homogenate (H) of adult mouse brain. ‘Syn’ is characterized by
an enrichment in Syntaxin1ia and SNAP-25. While PS1 is detectable, APP (both FL and CTF) and
Syt7 are abundant in ‘Syn’. b Confocal images of APP-Cter (green channel) and Syt7 (red channel) in
neuronal cultures treated (GSI) or not (Ctrl) with GSI. Zoom-in representations are depicted in the
right. APP colocalizes with Syt7 in both conditions. ¢ The extent of colocalization of images as in (b) is
assessed using the Manders coefficient (see Methods). The colocalization is higher in neurons treated
with GSI.
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Supplementary figure 8 Original blots shown in full molecular weight range.
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Supplementary figure 7a (Syntaxin)

kDa _'
250
130 —

100 —
70 —

55 — —

35 — -
25 —

15—

k

Supplementary figure 7a (Vamp2)

kDa

250 -'

130 —

100 — —
70 -
55—

35— —
25—

15—

A

Supplementary figure 7a (PS1-CTF)

kDa
250'-7-
130 -

100 =  —
70 —
55— su—

35— e

25 -

15 -

b

Supplementary figure 8

s el il

___________

e T

Supplementary figure 7a (SNAP25)

kDa - ‘
250
130

100
70
55 1

35 ! !
25 -— - -

15+

Supplementary figure 7a (APP)

kDa
250 BEEEEEE S S L o 0 ralRii—— ==

1 1
1
et T 1 L LI}
70 T !
55

35 4 s
25

_________

15

Supplementary figure 7a (Syt7)
kDa

250 —
1304
1004
70
55 -] e

35 R {;_ " 1 1
25 - o L e 3

15 -




<<
  /ASCII85EncodePages false
  /AllowTransparency false
  /AutoPositionEPSFiles true
  /AutoRotatePages /None
  /Binding /Left
  /CalGrayProfile (Dot Gain 20%)
  /CalRGBProfile (sRGB IEC61966-2.1)
  /CalCMYKProfile (U.S. Web Coated \050SWOP\051 v2)
  /sRGBProfile (sRGB IEC61966-2.1)
  /CannotEmbedFontPolicy /Warning
  /CompatibilityLevel 1.4
  /CompressObjects /Tags
  /CompressPages true
  /ConvertImagesToIndexed true
  /PassThroughJPEGImages true
  /CreateJobTicket false
  /DefaultRenderingIntent /Default
  /DetectBlends true
  /DetectCurves 0.0000
  /ColorConversionStrategy /LeaveColorUnchanged
  /DoThumbnails false
  /EmbedAllFonts true
  /EmbedOpenType false
  /ParseICCProfilesInComments true
  /EmbedJobOptions true
  /DSCReportingLevel 0
  /EmitDSCWarnings false
  /EndPage -1
  /ImageMemory 1048576
  /LockDistillerParams false
  /MaxSubsetPct 100
  /Optimize true
  /OPM 1
  /ParseDSCComments true
  /ParseDSCCommentsForDocInfo true
  /PreserveCopyPage true
  /PreserveDICMYKValues true
  /PreserveEPSInfo true
  /PreserveFlatness true
  /PreserveHalftoneInfo false
  /PreserveOPIComments false
  /PreserveOverprintSettings true
  /StartPage 1
  /SubsetFonts true
  /TransferFunctionInfo /Apply
  /UCRandBGInfo /Preserve
  /UsePrologue false
  /ColorSettingsFile ()
  /AlwaysEmbed [ true
  ]
  /NeverEmbed [ true
  ]
  /AntiAliasColorImages false
  /CropColorImages true
  /ColorImageMinResolution 300
  /ColorImageMinResolutionPolicy /OK
  /DownsampleColorImages true
  /ColorImageDownsampleType /Bicubic
  /ColorImageResolution 1800
  /ColorImageDepth -1
  /ColorImageMinDownsampleDepth 1
  /ColorImageDownsampleThreshold 1.50000
  /EncodeColorImages true
  /ColorImageFilter /DCTEncode
  /AutoFilterColorImages false
  /ColorImageAutoFilterStrategy /JPEG
  /ColorACSImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /ColorImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /JPEG2000ColorACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /JPEG2000ColorImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /AntiAliasGrayImages false
  /CropGrayImages true
  /GrayImageMinResolution 300
  /GrayImageMinResolutionPolicy /OK
  /DownsampleGrayImages true
  /GrayImageDownsampleType /Bicubic
  /GrayImageResolution 1800
  /GrayImageDepth -1
  /GrayImageMinDownsampleDepth 2
  /GrayImageDownsampleThreshold 1.50000
  /EncodeGrayImages true
  /GrayImageFilter /DCTEncode
  /AutoFilterGrayImages false
  /GrayImageAutoFilterStrategy /JPEG
  /GrayACSImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /GrayImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /JPEG2000GrayACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /JPEG2000GrayImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /AntiAliasMonoImages false
  /CropMonoImages true
  /MonoImageMinResolution 1200
  /MonoImageMinResolutionPolicy /OK
  /DownsampleMonoImages true
  /MonoImageDownsampleType /Bicubic
  /MonoImageResolution 1800
  /MonoImageDepth -1
  /MonoImageDownsampleThreshold 1.50000
  /EncodeMonoImages true
  /MonoImageFilter /CCITTFaxEncode
  /MonoImageDict <<
    /K -1
  >>
  /AllowPSXObjects false
  /CheckCompliance [
    /None
  ]
  /PDFX1aCheck false
  /PDFX3Check false
  /PDFXCompliantPDFOnly false
  /PDFXNoTrimBoxError true
  /PDFXTrimBoxToMediaBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXSetBleedBoxToMediaBox true
  /PDFXBleedBoxToTrimBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXOutputIntentProfile (None)
  /PDFXOutputConditionIdentifier ()
  /PDFXOutputCondition ()
  /PDFXRegistryName ()
  /PDFXTrapped /False

  /CreateJDFFile false
  /Description <<

    /BGR <>
    /CHS <FEFF4f7f75288fd94e9b8bbe5b9a521b5efa7684002000500044004600206587686353ef901a8fc7684c976262535370673a548c002000700072006f006f00660065007200208fdb884c9ad88d2891cf62535370300260a853ef4ee54f7f75280020004100630072006f0062006100740020548c002000410064006f00620065002000520065006100640065007200200035002e003000204ee553ca66f49ad87248672c676562535f00521b5efa768400200050004400460020658768633002>
    /CHT <FEFF4f7f752890194e9b8a2d7f6e5efa7acb7684002000410064006f006200650020005000440046002065874ef653ef5728684c9762537088686a5f548c002000700072006f006f00660065007200204e0a73725f979ad854c18cea7684521753706548679c300260a853ef4ee54f7f75280020004100630072006f0062006100740020548c002000410064006f00620065002000520065006100640065007200200035002e003000204ee553ca66f49ad87248672c4f86958b555f5df25efa7acb76840020005000440046002065874ef63002>
    /CZE <>
    /DAN <>
    /DEU <>
    /ESP <>
    /ETI <>
    /FRA <>
    /GRE <>

    /HRV <>
    /HUN <>
    /ITA <>
    /JPN <>
    /KOR <FEFFc7740020c124c815c7440020c0acc6a9d558c5ec0020b370c2a4d06cd0d10020d504b9b0d1300020bc0f0020ad50c815ae30c5d0c11c0020ace0d488c9c8b85c0020c778c1c4d560002000410064006f0062006500200050004400460020bb38c11cb97c0020c791c131d569b2c8b2e4002e0020c774b807ac8c0020c791c131b41c00200050004400460020bb38c11cb2940020004100630072006f0062006100740020bc0f002000410064006f00620065002000520065006100640065007200200035002e00300020c774c0c1c5d0c11c0020c5f40020c2180020c788c2b5b2c8b2e4002e>
    /LTH <>
    /LVI <>
    /NLD (Gebruik deze instellingen om Adobe PDF-documenten te maken voor kwaliteitsafdrukken op desktopprinters en proofers. De gemaakte PDF-documenten kunnen worden geopend met Acrobat en Adobe Reader 5.0 en hoger.)
    /NOR <>
    /POL <>
    /PTB <>
    /RUM <>
    /RUS <>
    /SKY <>
    /SLV <>
    /SUO <>
    /SVE <>
    /TUR <>
    /UKR <>
    /ENU (Use these settings to create Adobe PDF documents for quality printing on desktop printers and proofers.  Created PDF documents can be opened with Acrobat and Adobe Reader 5.0 and later.)
  >>
  /Namespace [
    (Adobe)
    (Common)
    (1.0)
  ]
  /OtherNamespaces [
    <<
      /AsReaderSpreads false
      /CropImagesToFrames true
      /ErrorControl /WarnAndContinue
      /FlattenerIgnoreSpreadOverrides false
      /IncludeGuidesGrids false
      /IncludeNonPrinting false
      /IncludeSlug false
      /Namespace [
        (Adobe)
        (InDesign)
        (4.0)
      ]
      /OmitPlacedBitmaps false
      /OmitPlacedEPS false
      /OmitPlacedPDF false
      /SimulateOverprint /Legacy
    >>
    <<
      /AddBleedMarks false
      /AddColorBars false
      /AddCropMarks false
      /AddPageInfo false
      /AddRegMarks false
      /ConvertColors /NoConversion
      /DestinationProfileName ()
      /DestinationProfileSelector /NA
      /Downsample16BitImages true
      /FlattenerPreset <<
        /PresetSelector /MediumResolution
      >>
      /FormElements false
      /GenerateStructure true
      /IncludeBookmarks false
      /IncludeHyperlinks false
      /IncludeInteractive false
      /IncludeLayers false
      /IncludeProfiles true
      /MultimediaHandling /UseObjectSettings
      /Namespace [
        (Adobe)
        (CreativeSuite)
        (2.0)
      ]
      /PDFXOutputIntentProfileSelector /NA
      /PreserveEditing true
      /UntaggedCMYKHandling /LeaveUntagged
      /UntaggedRGBHandling /LeaveUntagged
      /UseDocumentBleed false
    >>
  ]
>> setdistillerparams
<<
  /HWResolution [2400 2400]
  /PageSize [612.000 792.000]
>> setpagedevice


