Title: Supplementary Movie 1. 
Description: Animation illustrating the overall structural change. The structures of QTA CmABCB1 in the inwardand outward-facing states were aligned based on their overall homodimer structures, and morphing movies were generated using the ‘morph’ command of PyMOL 1.8. The movie shows that the movements involved in the structural change consist of four elements: rotation, translation, tilt, and twist. 
[bookmark: _GoBack]Title: Supplementary Movie 2.
Description:  Animation illustrating the structural change of TMD propagated upon Mg•AMP-PNP binding at NBD dimer. The structures of QTA CmABCB1 in the inward- and outward-facing states were aligned based on their overall homodimer structures, and morphing movies were generated using the ‘morph’ command of PyMOL 1.8.
