OHE57429 1 Thermodesulfovibrio sp. RBG_19FT COMBO 42 12
WP 051920814.1 Thermodesulfobacterium hydrogenlphllum
WP 011089681.1 Bradyrhizobium diazoefficiens
1°|__ WP_028717756.1 Paracoccus yeei
X4074O 1 Thiocapsa roseopersicina
1.0 WP 014474618.1 Arcobacter sp. L
Ij AFV98241.1 Candidatus Sulfuricurvum sp. RIFRC-1
WP 012083424.1 Sulfurovum sp. NBC37-1
0.94 I_—WP_013553O42.1 Nitratifractor salsuginis
WP _008339288.1 Sulfurimonas gotlandica
OI__ WP _005626347.1 MycoI|C|bacter|um hassiacum
AAC16277.1 Nostoc punctiforme PCC 73102
10[ WP 012611421.1 Desulfovibrio vulgaris
WP 005996860.1 Desulfovibrio fructosivorans

WP 011187820.1 Desulfotalea psychrophila
‘ AAC38282 1 Thiocapsa roseopersicina

1.0

WP 011153927.1 Cupriavidus necator
WP 000107403.1 Escherichia coli
WP 010880393.1 Aquifex aeolicus
WP 011937803.1 Geobacter uraniireducens
-ACS32570.1 Thermococcus gammatolerans EJ3
WP_013905833 1 Pyrococcus yayanosii
1.0 WP 022846160.1 Desulfurobacterium sp. TC5-1
| WP 013537869.1 Thermovibrio ammonificans

1.0

WP 011170764.1 Methanococcus maripaludis
WP 012616797.1 Methanosphaerula palustris
WP 011406878.1 Methanosphaera
10 WP 016359193.1 Methanobrevibacter
WP_OO4029354.1 Methanobacterium formicicum
Melainabacteria BJ4A scaffold 8 133
WP 053335021.1 Thermoanaerobaculum aquaticum
OIP41460.1 Candidatus Desantisbacteria bacterium CG2 30 40 21
‘ OFW64375.1 Actinobacteria bacterium RBG_19FT _ COMBO 36 27
095 KPK70092.1 candidate division TAO6 bacterium SM23 40
94|__ KPK75731.1 Phycisphaerae bacterium SM23 30
KPK45893 1 Nitrospira bacterium SM23 35
WP 010867988.1 Pyrococcus abyssi
WP 011012478.1 Pyrococcus furiosus
OLSl7582 1 Candidatus Odinarchaeota archaeon LCB 4
| KYH40863.1 Candidatus Bathyarchaeota archaeon B63
10 KPJ59686 1 Latescibacteria bacterium DG_63
WP 008098529.1 Verrucomicrobiae bacterium DG1235
P 008515176.1 Dethiobacter alkaliphilus
1.0 Lo 9 OHE59661.1 Thermodesulfovibrio sp. RBG 19FT COMBO 42 12
10L OGW47531.1 Nitrospirae bacterium GWC2 57 9
. OI_ OGW31332.1 Nitrospirae bacterium GWF2_44 13
OHB68269.1 Planctomycetes bacterium RBG 13 62 9
Margullsbacterla GW1B scaffold 641 8
KPK67554 1 candidate division TA0O6 bacterium SM23 40
WP _006926982.1 Caldithrix abyssi
AKG53857.1 Dehalogenimonas sp. WBC-2
WP_015790329.1 Halorhabdus utahensis
OQY25179.1 Anaerolineaceae bacterium 4572 32.1
1°E99 0G066084.1 Chloroflexi bacterium RBG 19FT COMBO 55 16
0.9 ~=0G015058.1 Chloroflexi bacterium RBG 13 68 17

1.0
0.87 0.65

0.98
1.0

1.0
1.0
LKUO41221.1 Hadesarchaea archaeon YNP_45
Sericytochromatia RAAC 196 scaffold 669065 4
WP 048088262.1 Candidatus Methanoperedens nitroreducens
OGW22162.1 Nitrospirae bacterium GWA2 46 11
0GX29320.1 Omnitrophica WOR_2 bacterium RIFCSPHIGHO2 01 FULL 49 10
I_ OHD14270.1 Spirochaetes bacterium GWB1 27 13
I_ I—Candidatus Falkowbacteria bacterium RIFCSPLOWO2 12 FULL 45 13
0
1.0

1.0 1.0
.92
1.0
1.0
0.99

WP 012544964.1 Thermodesulfovibrio yellowstonii
WP _004032005.1 Methanobacterium formicicum
WP 013413806.1 Methanothermus fervidus
10[ WP_010876758.1 Methanothermobacter thermautotrophicus
WP 011405926.1 Methanosphaera
QOO404 1 Methanococcus voltae
AAM01483 1 Methanopyrus kandleri AV19
WP 012548375.1 Dictyoglomus thermophilum
WP 011189453.1 Desulfotalea psychrophila
WP 011699561.1 Syntrophobacter fumaroxidans
WP 015216232.1 Anabaena cylindrica
087 WP 015153897.1 Cyanobacteria
WP 011958239.1 Roseiflexus sp. RS-1
WP 017305034.1 Spirulina subsalsa
1.0 | WP 010872716.1 Synechocystis
WP 012305837.1 Synechococcus
WP 008616907.1 Magnetospirillum caucaseum
WP ' 011385756.1 Magnetospirillum magneticum
E 022948170.1 Methylohalobius crimeensis
WP

0.99

0.99

0.99

0.98

1.0

[OHD57608 1 Spirochaetes bacterium GWF1 51 8
OHD55674.1 Spirochaetes bacterium GWF1 49 6
I—OGX14137 1 Omnitrophica bacterium RIFOXYB12 FULL 50 7
0

1.0

.99
1.0

040123534.1 Paraburkholderia xenovorans
AAD38065.1 Rhodobacter capsulatus
OFY50271.1 Bacteroidetes bacterium GWF2 41 31
OQX77629.1 Bacteroidetes bacterium 4484 249
Lo _ JOHD67168.1 Spirochaetes bacterium RBG 16 49 21
OHD66423.1 Spirochaetes bacterium RBG_ 13 51 14
OGV54071.1 Lentisphaerae bacterium GWF2 50 93
79I:OFY34865.1 Bacteroidetes bacterium GWF2 38 335
099[_ OFY24680.1 Bacteroidetes bacterium GWF2_ 33 38
OFY08065.1 Bacteroidetes bacterium GWE2 42 42
1.O[KPL20536.1 Bacteroides sp. SM1 62
0_54[ KPK81374.1 Bacteroides sp. SM23 62 1
-Margulisbacteria GW2A scaffold 2828 27

l—WP 011699072.1 Syntrophobacter fumaroxidans

0.54
0.98

ABK19623.1 Syntrophobacter fumaroxidans MPOB
ADW17894.1 Desulfobulbus propionicus DSM 2032
CAG35742.1 Desulfotalea psychrophila LSv54
WP 010936390.1 Dehalococcoides mccartyi
097  —WP_013637988.1 Desulfurobacterium thermolithotrophum
—=WP 012545782.1 Thermodesulfovibrio yellowstonii
WP 012302733.1 Candidatus Desulforudis audaxviator
IMargullsbacterla RA1A scaffold 1 20
Margulisbacteria GW1C scaffold 764 21
WP 006930005.1 Caldithrix abyssi
WP 038049430.1 Thermoanaerobaculum aquaticum
WP 012376486.1 Opitutus terrae
8 OGD74736 1 Candidatus Coatesbacteria bacterium RBG 13 66 14
OGB98279 1 candidate division KSB1 bacterium RBG 16 48 16
WP _022775381.1 Candidatus Symbiobacter mobilis
0G060218.1 Chloroflexi bacterium RBG_19FT COMBO 49 13
1.0 A, OQY35418 1 Anaerolineaceae bacterium 4572 5.1
KPKO3429 1 Anaerolineae bacterium SG8 19
99 [WP 041970854.1 Geobacter sp. OR-1
OGUO06519.1 Geobacteraceae bacterium GWC2 58 44
1-0[ —Margulisbacteria GW2A scaffold 2737 42
095 OQW98730.1 Desulfobacteraceae bacterium A6
[ IOGW22261 .1 Nitrospirae bacterium GWA2_46_11

[ OGW19754.1 Nitrospirae bacterium GWC2_46_6
OFZ01736.1 Bdellovibrionales bacterium GWB1 52 6



