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Supplementary Figure 1. High-throughput study of the effect of mismatches on MRE 

functionality. (a) Expected probability distribution for the number of mismatches per MRE in the miR-17 

MRE variant library (see Fig. 1 a). (b) Frequency of reads containing between 1 and 8 mismatches to 

miR-17 in plasmid DNA (pDNA) isolated from HEK-293T cells transfected with the miR-17 MRE library 

(n = 3 biological replicates, mean+ s.d.). (c) Frequency of reads containing 1 to 8 mismatches to miR-17 

in cDNA libraries from the same pools of cells as in (b) (n = 3 biological replicates, mean + s.d.). (d) 

Average enrichment for MREs with varying numbers of mismatches calculated by dividing frequency of 

reads in cDNA libraries (c) by the frequency of reads in pDNA libraries (b) (n = 3 biological replicates, 

mean+ s.d.). Source data are provided as a Source Data file. 

Supplementary Information

Michaels et al.
Precise tuning of gene expression levels in mammalian cells



















Reagent Fluorophore Supplier Clone Catalogue number

TruStain fcX (anti CD16/32) None BioLegend 93 101320
Live-dead NIR BioLegend 423105
CD4 BUV805 BD GK1.5 564922
CD8 BV711 BioLegend 53-6.7 100747
TCRb APC BioLegend H57-597 109212
CD45.1 PE BioLegend A20 110707
CD45.2 PerCP-Cy5.5 BioLegend 104 109828
CD69 BUV737 BD H1.2F3 564684
CD25 BUV395 BD Pc61 564022
CD44 AF594 BioLegend IM7 103054
CD62L FITC BioLegend MEL-14 104405
CTLA4 BV421 BioLegend UC10-4B9 106311
PD1 PE-Cy7 BioLegend 29F.1A12 135216
Human PD1 PE eBioscience (Invitrogen) J105 12-2799-41
NGFR (CD271) V450 BD C40-1457 562123
Human PDL1 APC BioLegend 29E.2A3 329708
Precision counting beads None BioLegend 424902

Supplementary Table 1. Flow cytometry reagents used in the study 




