Description of Additional Supplementary Files

File Name: Supplementary Data 1
Description: Fluorescence Reagents and Descriptions (see Supplementary Information section 2.3)

File Name: Supplementary Data 2
Description: Instrument Configuration and Settings (see Supplementary Information section 3.3)

File Name: Supplementary Data 3
[bookmark: _GoBack]Description: Compensation matrix (see Supplementary Information section 4.2)

File Name: Supplementary Data 4
Description: Tabulation of anchor markers used to identify predefined target populations by flow cytometry

File Name: Supplementary Data 5
Description: List of all differentially expressed genes, pathway enrichment and statistics

File Name: Supplementary Data 6
Description: List of differentially abundant plasma proteins and their respective pathways

File Name: Supplementary Data 7
Description: List of differentially abundant plasma metabolites and their respective pathways

File Name: Supplementary Data 8
Description: PPI-based integration across different OMICS data sets

File Name: Supplementary Data 9
Description: DIABLO based integration across different OMICS data sets

File Name: Supplementary Data 10
Description: MMRN based integration across different OMICS data sets

File Name: Supplementary Data 11
Description: Pathway enrichment similarities across PPI, DIABLO and MMRN based integration of different OMICS data sets

File Name: Supplementary Data 12
Description: Meta-integration of PPI, DIABLO and MMRN based OMICS integration
