
Uniprot ID Name Sequence 
RNA 
PTMs M/Z -lgP z start end 

O01666 
ATPsyngam
ma 

S(+112.03)
(+212.01)VVSYQC(+57.02)STLPIFSGSTVEK U’,rest 1257.0665 33.28 2 191 210 

1) 

Supplementary	Data	7	

Drosophila XL-peptides identifying Novel sites of interaction 

ADJ-peptides 

Top panels: Table with details of the XL-peptide.  
Middle panels: ADJ- and XL- peptide coverage maps of proteins with domain 
annotations. 
Bottom panels: MS2 spectral annotation view from PEAKS Studio along with 
matched ion series table in which ions detected in the MS2 spectrum are colored in 
blue (b series) and red (y series), respectively. 



ADJ-peptides 
XLpeptides 

bic_Q7KM15_I(+112.03)(+212.01)VHSTPATDDK_754.31885_2	

Name Uniprot ID Sequence 
RNA 
PTMs M/Z -lgP z start end 

bic Q7KM15 I(+112.03)(+212.01)VHSTPATDDK U’,rest 754.31885 23.05 2 27 37 

[M2+] [M+]-U 
U,-H2O,-P 

2) 



Name Uniprot ID Sequence 
RNA 
PTMs M/Z -lgP z start end 

bsf Q9VJ86 RL(+112.03)ISFDNR U’ 566.79675 22.36 2 1169 1176 

864.64 

Y7-U‘ 

496.28 

Name Uniprot ID Sequence 
RNA 
PTMs M/Z -lgP z start end 

bsf Q9VJ86 R.M(+212.01)Q(+112.03)QEFSVFPNSETVR.D U’; rest 1061.9438 29.92 2 441 455 

[M+]-U 

1887.29 
1798.84 

997.50 

1459.61 

3) 

4) 

ADJ-peptides 
XL-peptides 



Name	 Uniprot	ID	 Sequence	
RNA	
PTMs	 M/Z	 -lgP	 z	 start	 end	

bsf	 Q9VJ86	 K.R(+112.03)(+194.00)LISFDNR.F	
U’;	
cyclicrest	 663.7967	 26.96	 2	 1169	 1176	

[M+] 

1309.56 

[M+] –H2O 

Name	 Uniprot	ID	 Sequence	
RNA	
PTMs	 M/Z	 -lgP	 z	 start	 end	

CG10565	 Q9VP77	 R.V(+42.01)(+112.03)KELVELVNSK.K	 U’	 706.3903	 13.18	 2	 628	 638	

5) 

6) 

ADJ-peptides 
XL-peptides 



Name	 Uniprot	ID	 Sequence	
RNA	
PTMs	 M/Z	 -lgP	 z	 start	 end	

CG15784	 Q9W4C1	 R.L(+111.04)(+541.06)GHGFGHK.H	 A+rest;	C’	 752.78	 13.79	 2	 186	 193	

A` 

[M+] –CA C`	

L+C` 
C	
A 

Name	 Uniprot	ID	 Sequence	
RNA	
PTMs	 M/Z	 -lgP	 z	 start	 end	

CG15784	 Q9W4C1	 R.C(+112.03)RQQEQEQGTK.R	 U’	 723.8231	 48.57	 2	 81	 91	

7) 

8) 

ADJ-peptides 
XL-peptides 



b4 

b2 

Name	 Uniprot	ID	 Sequence	
RNA	
PTMs	 M/Z	 -lgP	 z	 start	 end	

CG2807	/	
sf3b1	 Q9VPR5	 MEN(+.98)IP(+151.05)R.T	 G’	 456.2123	 15.07	 2	 1	 6	

Name	 Uniprot	ID	 Sequence	
RNA	
PTMs	 M/Z	 -lgP	 z	 start	 end	

CG42668	 Q7KSB3	 MNLL(+112.03)QR.I	 U’	 443.7318	 15.03	 2	 0	 5	

9) 

10) 

ADJ-peptides 
XL-peptides 



Name	 Uniprot	ID	 Sequence	
RNA	
PTMs	 M/Z	 -lgP	 z	 start	 end	

CG7518	 Q9VG05	 R.C(+112.03)(+212.01)EHLQTQQAPR.S	 U;	rest	 817.8358	 36.2	 2	 1660	 1670	
11) 

ADJ-peptides 
XL-peptides 



[M3+] 

C` 

A 

[M3+]-Pi 

1294.84 

1376.61 

1619.00 

y14+Pi 

Name	 Uniprot	ID	 Sequence	
RNA	
PTMs	 M/Z	 -lgP	 z	 start	 end	

Hrb87F	 E1JIK0	
R.N(+112.03)
(+212.01)SNFGNNRPAPYSQGGGGGGFNK.G	 U;	rest	 874.3647	 27.58	 3	 331	 353	

12) 

ADJ-peptides 
XL-peptides 



Name	 Uniprot	ID	 Sequence	
RNA	
PTMs	 M/Z	 -lgP	 z	 start	 end	

Hrb98DE	 A4V3J6	 R.M(+212.01)Q(+112.03)PYQGGGGFK.A	 U;	rest	 747.2928	 20.55	 2	 326	 336	

[M+] 
[M2+] y9+U` 

y9+U`+rib 

1216.46 

y9+U 

13) 

Name	 Uniprot	ID	 Sequence	
RNA	
PTMs	 M/Z	 -lgP	 z	 start	 end	

l(2)35Bd	 Q9VJQ4	 R.M(+112.03)(+212.01)SGLESVQPQR.C	 U;	rest	 778.3262	 16.11	 2	 357	 367	

C´	

A´	

G´	

[M+]-Pi 

[M+]-H2O 

14) 

ADJ-peptides 
XL-peptides 



1019.29 

772.27 

y6 

Name	 Uniprot	ID	 Sequence	
RNA	
PTMs	 M/Z	 -lgP	 z	 start	 end	

lost	 Q9VN21	 R.V(+112.03)(+212.01)LHEFK.E	 U;	rest	 548.7398	14.49	 2	 93	 98	

67)	Q9VN21_G(+112.03)(+212.01)NGFADLDIGLLIELGAITPK_1226.1115_2_178_198	

y13 

y19 

[M+]-U 

1806.76 

y15 y11 

2127.18 

y16 

Name	 Uniprot	ID	 Sequence	
RNA	
PTMs	 M/Z	 -lgP	 z	 start	 end	

lost	 Q9VN21	 R.G(+112.03)(+212.01)NGFADLDIGLLIELGAITPK.T	 U;	rest	 1226.1115	47.26	 2	 178	 198	

15) 

16) 

ADJ-peptides 
XL-peptides 



Name	 Uniprot	ID	 Sequence	
RNA	
PTMs	 M/Z	 -lgP	 z	 start	 end	

mRpL1	 Q9VHT5	 K.K(+112.03)(+518.03)VGFIPHNQR.N	 U;	U+rest	 913.3729	 19.11	 2	 52	 61	

Name	 Uniprot	ID	 Sequence	
RNA	
PTMs	 M/Z	 -lgP	 z	 start	 end	

mRpS30	 Q9VXP3	 K.Y(+541.06)L(+112.03)ASNRPR.H	 A+rest;	U	 815.3146	 20.54	 2	 480	 487	

y10  = [M+]-AU A` 

 [M+]-Pi 
 [M+]-A`  b7 

 [M+]-A 
 [M+]-A-Pi 

 [M+]-A-Pi-rib 

 [M++] 

A` 

17) 

18) 

ADJ-peptides 
XL-peptides 

ADJ-peptides 
XL-peptides 



78)	X2JC79_YNNFNR(+151.05)(+212.01)_595.72314_2	

Name	 Uniprot	ID	 Sequence	
RNA	
PTMs	 M/Z	 -lgP	 z	 start	 end	

Rbp2	 X2JC79	 R.YNNFNR(+151.05)(+212.01).H	 G;	rest	 595.7231	13.35	 2	 252	 257	19) 

ADJ-peptides 
XL-peptides 



Name	 Uniprot	ID	 Sequence	
RNA	
PTMs	 M/Z	 -lgP	 z	 start	 end	

Rm62	 P19109	 R.F(+112.03)(+212.01)GGGGGFGDR.R	 U;	rest	 625.7272	28.46	 2	 209	 218	

[M2+] 

1065.46 

1028.52 

1152.46 

[M+]-Pi 

Y10 
[M+]-U 

625.35 

Name	 Uniprot	ID	 Sequence	
RNA	
PTMs	 M/Z	 -lgP	 z	 start	 end	

Rm62	 P19109	 R.F(+212.01)G(+112.03)GGGGGGDYHGIR.N	 U;	rest	 815.8165	16.28	 2	 179	 192	

983.15 

[M+]-Pi 

[M2+] 

y9+Pi 

20) 

21) 

ADJ-peptides 
XL-peptides 



Name	 Uniprot	ID	 Sequence	
RNA	
PTMs	 M/Z	 -lgP	 z	 start	 end	

tho2	 E2QCS8	 R.G(+111.04)GEERIR.H	 C	 464.2444	12.66	 2	 1452	 1458	22) 

ADJ-peptides 
XL-peptides 



Name	 Uniprot	ID	 Sequence	
RNA	
PTMs	 M/Z	 -lgP	 z	 start	 end	

yps	 Q95RE4	
R.G(+112.03)
(+212.01)LGGGDGSAEPGVHDQNPEGLQR.G	 U;	rest	 857.6973	25.23	 3	 243	 265	

[M3+] 

23) 

C` 

1459.35 1225.43 1341.43 
935.42 

[M+]-C` 

[M+]-C 
[M+]-C-Pi 

[M+]-C-Pi-rib 
[M+]-CU 

Name	 Uniprot	ID	 Sequence	
RNA	
PTMs	 M/Z	 -lgP	 z	 start	 end	

yps	 Q95RE4	 R.G(+112.03)(+517.05)SQFAADK.R	 C+rest;	U	 726.7407	18.35	 2	 138	 145	
24) 

ADJ-peptides 
XL-peptides 



Name	 Uniprot	ID	 Sequence	
RNA	
PTMs	 M/Z	 -lgP	 z	 start	 end	

larp	 Q9VAW5	 R.F(+112.03)(+212.01)SDDIADQR.R	 U’;	rest	 695.7621	 23.6	 2	 561	 569	

1322.67 

[M+]-U 

25) 

ADJ-peptides 
XL-peptides 



Name	
Uniprot	

ID	 Sequence	 RNA	PTMs	 M/Z	 z	 Posidon	of	XL	

Sf3b1	 Q9VPR5	 MEN(+.98)IP(+151.05)R	 G`	 456.2123	 2	 Via	base	at	P	
26) 





Human XL-peptides identifying Novel sites of interaction 

27)	

[M+] -rib-U` 

Name	 Uniprot	ID	 Sequence	 RNA	PTMs	 M/Z	 z	 Posidon	of	XL	

HNRNPA1	 P09651	 N(+112.03)(+212.01)QGGYGGSSSSSSYGSGR	 U	 1009.87274	 2	 N.D.	



[M+] -NQGGpY 
[M+] –NQGGpYGG 
[M+] –NQGGpYGGS 
[M+] –NQGGpYGGSS 

[M+] –NQGGpYGGSSSS 
[M+] –NQGGpYGGSSSSSS 

[M+] –NQGGpYGGSSSSSSYGS-H2O 

Name	 Uniprot	ID	 Sequence	 RNA	PTMs	 M/Z	 z	 Posidon	of	XL	

HNRNPA1	 P09651	 NQGGYGGSSSSSSYGSGR(+112.03)(+212.01)	 U	 1009.87085	 2	 N.D.	28)	



y9 + U 
[M+] – Pi 

y9+U` 

F	

y9+U`+rib y10 + U 
y11 + U 

Name	 Uniprot	ID	 Sequence	 RNA	PTMs	 M/Z	 z	 Posidon	of	XL	

ALYREF	 P09651	 S(+212.01)SGPY(+112.03)GGGGQYFAK	 U	 850.3356	 2	 Via	base	at	Y	

29)	

A` 
[M+] – U 

A 

b2+U` 

Name	 Uniprot	ID	 Sequence	 RNA	PTMs	 M/Z	 z	 Posidon	of	XL	

HNRNPA2B1	 P22626	 G(+212.01)G(+112.03)NFGFGDSR	 U	 669.24286	 2	 N.D.	30)	



[M+] -rib -Pi 

[M+] -U 

[M+] -Pi 
y5+U` 

Name	 Uniprot	ID	 Sequence	 RNA	PTMs	 M/Z	 z	 Posidon	of	XL	

HNRNPCL1	 O60812	 S(+112.03)(+212.01)GFNSK	 U	 482.17645	 2	 N.D.	

31)	



[M+] -U 

Name	 Uniprot	ID	 Sequence	 RNA	PTMs	 M/Z	 z	 Posidon	of	XL	

LRPPRC	 P42704	 D(+112.03)(+212.01)IQEESTFSSR	 U	 811.8136	 2	 N.D.	
32)	

y5+cU 

y6+cU-H2O 

y5 

Name	 Uniprot	ID	 Sequence	 RNA	PTMs	 M/Z	 z	 Posidon	of	XL	

LRPPRC	 P42704	 L(+194.00)QW(+112.03)FC(+57.02)DR	 U-H2O	 665.75024	 2	 Via	base	at	W	

33)	



Name	 Uniprot	ID	 Sequence	 RNA	PTMs	 M/Z	 z	 Posidon	of	XL	

MTHFSD	 Q2M296	 IGK(+151.05)GEGYADLEYAMMVSMGAVSK	 G`	 853.40204	 3	 unknown	
34)	



[M+]-NY-Pi+H2O 
b2=NY 

Name	 Uniprot	ID	 Sequence	 RNA	PTMs	 M/Z	 z	 Posidon	of	XL	

YBX1	 H0Y449	 N(+212.01)YQQNY(+112.03)QNSESGEK	 U	 1006.8802	 2	 Via	base	at	Y	

35)	



[M+]-A 

[M+]-Pi 

[M+]-rib 

Name	 Uniprot	ID	 Sequence	 RNA	PTMs	 M/Z	 z	 Posidon	of	XL	

YBX3	 P16989	 Y(+212.01)(+112.03)AADR	 U	 460.16287	 2	 Via	ribose	at	N-term	

36)	



Name	 Uniprot	ID	 Sequence	 RNA	PTMs	 M/Z	 z	 Posidon	of	XL	

PRKDC	 P78527	 C(+112.03)GAALAGHQLIR	 U`	 661.3421	 2	 Via	base	at	C	

37)	


