
Supplementary Table 5 

Name	 Sequence	 RNA	PTMs	 M/Z	 z	 Posi6on	of	XL	

RPS2	 T(+212.01)YSY(+112.03)LTPDLWK	 U	 855.8701	 2	 4Y	
1) 

Name	 Sequence	 RNA	PTMs	 M/Z	 z	 Posi6on	of	XL	

RS5	 T(+324.03)IAEC(+57.02)LADELINAAK	 U	 969.4324	 2	 TI	
2) 

Name	 Sequence	 RNA	PTMs	 M/Z	 z	 Posi6on	of	XL	

NONO	 L(+324.04)FVGNLPADITEDEFK	 U	 1092.4796	 2	 Via	base	to	1L	
3) 

Name	 Sequence	 RNA	PTMs	 M/Z	 z	 Posi6on	of	XL	

SFPQ	 L(+324.04)FVGNLPADITEDEFK	 U	 1066.4806	 2	 Via	base	to	L	
4) 

XL-pep&de	with	Single	nucleo&de	



Name	 Sequence	 RNA	PTMs	 M/Z	 z	 Posi6on	of	XL	

CELF2	 M(+324.04)FVGQIPR	 U	 636.2780	 2	 N.D.	

y8	

5) 

C`	

C`	

Name	 Sequence	 RNA	PTMs	 M/Z	 z	 Posi6on	of	XL	

YBOX1	 EDVFHQTAIK(+323.05)	 C	 805.3361	 2	 K	or	C-term	

Name	 Sequence	 RNA	PTMs	 M/Z	 z	 Posi6on	of	XL	

YBOX1	 E(+212.01)D(+111.04)VFHQTAIK	 C	 537.2469	 3	 D	

6) 

7) 

C`	

Name	 Sequence	 RNA	PTMs	 M/Z	 z	 Posi6on	of	XL	

NCL	 V(+323.05)EGTEPTTAFNLFVGNLNFNK	 C	 879.0763	 3	 N.D.	
 8) 



Name	 Sequence	 RNA	PTMs	 M/Z	 z	 Posi6on	of	XL	

NCL	 V(+306.03)EGTEPTTAFNLFVGNLNFNK	 U-H2O	 1309.5936	 2	 N.D.	
9) 

Name	 Sequence	 RNA	PTMs	 M/Z	 z	 Posi6on	of	XL	

RS5	 T(+306.03)IAEC(+57.02)LADELINAAK	 U-H2O	 969.4324	 2	 T	
10) 

Name	 Sequence	 RNA	PTMs	 M/Z	 z	 Posi6on	of	XL	

CELF2	 MFVGQI(+112.03)PR(+194.00)	 U-H2O	 627.2778	 2	 Via	base	to	I	

Name	 Sequence	 RNA	PTMs	 M/Z	 z	 Posi6on	of	XL	

SFPQ	 C(+57.02)(+306.03)RLFVGNLPADITEDEFK	 U-H2O	 1215.539	 2	 CRFLV	

[M+]-U	

11) 

12) 

XL-pep&de	with	Single	nucleo&de	H2O	loss	



U	

Name	 Sequence	 RNA	PTMs	 M/Z	 z	 Posi6on	of	XL	

YBOX1	 E(+306.03)DVFHQTAIK	 U-H2O	 796.8436	 2	 E	
13) 

XL-pep6de	with	base	alone	

Name	 Sequence	 RNA	PTMs	 M/Z	 z	 Posi6on	of	XL	

SRSF2	 S(+42.01)YGRP(+151.05)PPDVEGMTSLK	 G`	 642.9759	 3	 Via	base	to	P	

Name	 Sequence	 RNA	PTMs	 M/Z	 z	 Posi6on	of	XL	

FUBP2	 C(+112.03)GLVIGR	 U`	 415.2213	 2	 Via	base	to	C	

[M+]	

14) 

15) 

XL-pep6de	with	base	alone	



A`	

G`	C`	

C`	

Name	 Sequence	 RNA	PTMs	 M/Z	 z	 Posi6on	of	XL	

NCL	 V(+652.10)EGTEPTTAFNLFVGNLNFNK	 CA	 988.7565	 3	 N.D.	

A	

Name	 Sequence	 RNA	PTMs	 M/Z	 z	 Posi6on	of	XL	

NCL	 V(+668.10)EGTEPTTAFNLFVGNLNFNK	 CG	 994.0901	 3	 N.D.	

18) 

19) 

Name	 Sequence	 RNA	PTMs	 M/Z	 z	 Posi6on	of	XL	

RPS2	 TY(+518.03)SY(+112.03)LTPDLWK	 UU	 1008.8829	 2	 4Y	

Name	 Sequence	 RNA	PTMs	 M/Z	 z	 Posi6on	of	XL	

RPS2	 TY(+518.03)S(+112.03)YLTPDLWK	 UU	 1008.8848	 2	 Via	base	to	2Y	+	3S	

16) 

17) 

Category:	XL-pep6des	with	two	nucleo6des	



G`	

C`	

Name	 Sequence	 RNA	PTMs	 M/Z	 z	 Posi6on	of	XL	

HNRNPH1	 G(+557.06)LPF(+151.05)GC(+57.02)SK	 GG	 787.2680	 2	 Via	base	to	F	

Name	 Sequence	 RNA	PTMs	 M/Z	 z	 Posi6on	of	XL	

THOC4	 L(+517.05)LVSNLDFG(+151.05)VSDADIQELFAEFGTLK	 CG	 1170.5234	 3	 Via	base	to	GV	

[M+]-C-Pi-rib	

y8-G-rib-Pi	

20) 

21) 

Spectrum legend: For each spectrum the top panel is a table with details of the XL-
peptide. The bottom panel is a MS2 spectral annotation view from PEAKS Studio 
(on left) along with matched ion series table (on right) in which ions detected in the 
MS2 spectrum are colored in blue (b series) and red (y series), respectively. 


