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Source data 1. Uncropped western blots for Fig 1f. Dotted lines indicate
cropped area.
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Source data 2. Uncropped western blots for Fig 2c. Dotted lines indicate cropped
area. Unrelated blots on the right are covered.
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Source data 3. Uncropped western blots for Fig 2d and Fig 5a. Dotted lines indicate cropped area.
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Source data 4. Uncropped western blots for Fig 5d. Dotted lines indicate cropped area.
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Source data 5. Uncropped western blots for Fig 6a . Dotted lines indicate cropped area.



250=—

100 A
75— |__ . e

100—

75— LGB 0. 08 -
50— | Wm— |
1

37 — A = ==~ :

BT74

IP: IgG IP: CDK18
ATR
250 — !_ _____________ - . :
-Rad17
100 S e
7ot o . . - |
Rad17
100
75_::______________: _____ :
CDIABEZ FIEI VIR P
50 — i - - i
37— | S S TR ey __ S . TS_TL 1

IP:1gG  IP: ATR
ATR
T -
50— Lo-— "
Rad17
100— DT TNERR AN B .
1
75_ l________._____’_JI
Rad17
100—JNNE SRR
75_ :________-...____.___;
CDK18
50— 1 e
[ .. 8 A & .= 1
37—

Source data 6. Uncropped western blots for Fig6b. Dotted lines indicate cropped area.
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Source data 7. Uncropped western blots for Figéc. Dotted lines indicate cropped area.
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Source data 8. Uncropped western blots for Fig7e. Dotted lines indicate cropped area.
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Source data 9. Uncropped western blots for Fig8e. Dotted lines indicate cropped area.
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Source data 10. Uncropped western blots for Supplementary Fig 1a. Dotted lines indicate cropped
area. Unrelated blots on the right are covered. Actin is the same blots as in Source data 2.



