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Supplementary Figure 5 - Confirmation of Col1a1 and CHAD knockout in PyMT 419, NDL2-5, and BT-474 cell lines

Sanger sequencing of CHAD (A) and Col1a1 (B) KO clones revealed the production of indels within the coding sequence
 of each protein within the PyMT 419 line.  This is also the case where multiple different indels were shown in the 
Col1a1/CHAD amplified cell line NDL2-5 (C).  The confirmation of knockdown was completed through western blot for 
CHAD (top) and Col1a1 (Bottom).  The CRISPRi system with guides against early exons of CHAD and Col1a1 was used to 
generate knockdowns of the respective genes in the human HER2 positive, COL1A1/CHAD amplified line BT474.  The 
efficiency of knockdown in the pooled population was assessed through western blot for CHAD (E) and COL1A1 (F).  It 
was also seen that the production of collagen fibers was impaired in the CRISPRi knockdown population through the use
 of Masson’s trichrome. Scale bar of 20 um displayed on image for reference (G).
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Supplementary Figure 8 - Validation of COL1A1/CHAD amplicon gene expression signature

A score between 0 (diploid) and 1 (amplified) was generated for the predicted presence of the COL1A1/CHAD amplification event based upon a weighted gene 
expression data.  This signature showed a robust prediction of the amplification event in both the training HER2 positive dataset (A) and the Luminal A
 validation cohort (B)
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