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File Name: Supplementary Data 1 
Description: Native contexts used for the design of the retained intron oligonucleotide library.
File Name: Supplementary Data 2
Description: Native contexts used for the design of the cassette exon oligonucleotide library.
File Name: Supplementary Data 3
Description: Native contexts used for the design of the tandem 5’ splice sites oligonucleotide library.
File Name: Supplementary Data 4
Description: Native contexts used for the design of the tandem 3’ splice sites oligonucleotide library.
File Name: Supplementary Data 5
Description: Retained intron library, containing all the variable DNA sequences, specifications and measurements.
File Name: Supplementary Data 6
Description: Cassette exon library, containing all the variable DNA sequences, specifications and measurements.
File Name: Supplementary Data 7
Description: Tandem 5’ splice sites library, containing all the variable DNA sequences, specifications and measurements.
File Name: Supplementary Data 8
Description: Tandem 3’ splice sites library, containing all the variable DNA sequences, specifications and measurements.
File Name: Supplementary Data 9
Description: Native introns without evidence for retention in K562 (based on RNA-seq data).
File Name: Supplementary Data 10
Description: Native exons without evidence for skipping in K562 (based on RNA-seq data).
File Name: Supplementary Data 11
Description: Native donor splice sites without evidence for alternative splicing in K562 (based on RNA seq data).
File Name: Supplementary Data 12
Description: Native acceptor splice sites without evidence for alternative splicing in K562 (based on RNA seq data).
File Name: Supplementary Data 13
Description: List of all primers used in this study.
File Name: Supplementary Data 14
Description: Sequence of reporter constructs, including coordinates for library insertion sites and mCherry and gfp coding region.


