Supplementary Data 1: List of detoxification-associated genes differentially expressed when each country is directly compared to others using
a Venn-diagram at FDR<0.05 and fold change (FC) >2

Gene ID Fold-change difference between countries Mean read number

MW MW MW CMR/ CMR/ CM UG uG uG GHA/  GH GH Description FNG CMR GHA MWI UGA

1/C 1/U 1/G MWI UGA R/IG AIC AIM  AIG CMR AM AU

MR G HA HA MR AL HA Wi GA
AFUNO015792 28.3 22.7 9.5 2.9 2.4 Cytochrome P450, CYP6P9a 715.7 1379 5077 63009 2189
AFUNO015889 55 34 35 Cytochrome P450, CYP6P%b 668.3 2628 5152 23226 5356
AFUNO006981 3.9 2.2 2.3 cuticular_protein 122.6 151 42.2 96.1 41.5
AFUNO015841 3.8 2.9 24 glutathione S-transferase, GSTD4 53.2 271 783  166.6 45
AFUNO002055 3.8 4 lipase member H-like 204 7.2 8.6 44.4 11.9
AFUNO015891 35 25 22.7 6.5 9 cytochrome P450, CYP6P4-like 111.4 105.8 2979 599.4 340.4
AFUNO015890 34 2.8 25.8 7.6 212 Cytochrome P450, CYP6P4a 13.4 209 6694 1152 325
AFUNO015895 3 2.6 2 Cytochrome P450, CYP4H25 86.7 63.7 116.3 304.8 93.6
AFUNO005672 28 327 2.9 cuticular_protein 63.9 354 42 1573 455
AFUNO009940 2.8 2.8 2.7 cuticular_protein_RR- 41.3 16.3 211 73.7 20.8

1 family_(CPR141)

AFUNO009921 25 2.6 2 21 cuticular_protein 91.7 8.8 10.5 35.1 227
AFUNO001383 25 2 Cytochrome P450, CYP9J11 465.3 533.3 1230 2113 826.7
AFUNO015894 24 2 3.3 Cytochrome P450, CYP4H28 6.9 195 18 76.2 29.5
AFUNO002910 24 43 lipase member H-like 417 525 36.8 2073 36.7
AFUNO002772 24 23 21 UDP-glucuronosyltransferase 87.8 40 1024  156.3 53.4
AFUNO008819 2.2 2.1 31 2.9 glutathione S-transferase, GSTMS3 70.2 421 1602 1492 56.3
AFUNO015714 21 29 25 Cytochrome P450, CYP6AD1 41 13.8 42.7 46.5 51.1
AFUNO008426 2.1 3.6 2.2 glutathione S-transferase, GSTU2 134.3 43.2 715 149.2 329
AFUNO015777 2 2.3 Cytochrome P450, CYP4C26 14.4 34.2 36.9 1117 57.9
AFUNO015961 2 29 Cytochrome P450, CYP6Y1 101.6 45.4 60.3 146.6 40.5
AFUNO015767 2 2.7 21 2.8 glutathione S-transferase, GSTD11 20.2 26.3 68.2 86.5 25.1
AFUNO015966 2.3 5.3 121 45 2.7  Cytochrome P450, CYP325A 144 348.3 96.2 105.9 36.6
AFUNO008925 45 10.2 cuticular_protein_CPLCG_family_(CP 145 646  133.1 46.5 8.1
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MW!I=Malawi, GHA= Ghana, CMR= Cameroon and UGA= Uganda, FNG=FANG laboratory susceptible strain



