Supplementary Data 3 | List of organisms (n=350, UniProt) with a full-length MgrB protein.

cloacae

DVQFFSGVCA INKFIPW

Strain Accession Bch)es:eflety Complete MgrB protein sequence Length
1 Cedecea davisae S3IR56 2 MRKYRWVIVL VIVVACLLLW TQMINVMCDQ 47
DSM 4568 DVQFFSGICT INKFIPW
2 Citrobacter M1KGH3 2 MKKFRWIILVY MVVLVCLLLW AQVFNIMCDQ 47
amalonaticus Y19 DVQFFSGICA INKFIPW
3 . . MKKIRWVVLI VVVLVCILMW AQVFNIMCDQ
Citrobacter braakii | AOA1TROFTO00 2 DVQFFSGICA FNKFIPW 47
4 . . MKKFRWIILV VVVLVCLLLW AQVFNIMCDQ
Citrobacter farmeri | A0A223JSW8 2 DVQFFSGICA INKFIPW 47
Citrobacter koseri
5 (Citrobacter AOA1Z3Y021 2 M KKFRWI\D/{/LCIQQ/S\]L é;/ lc(::%,_\Lll‘r\\?((';‘”Q:,\V/VFNIMCDQ 47
diversus)
Citrobacter koseri
6 | (strain ATCC BAA- ABAFMS 2 MKKFRWVILI IVALVCLLLW AQVFNIMCDQ 47
895/ CDC 4225- DVQFFNGICA INKFIPW
83 / SGSC4696)
7 Citrobacter MKKFRWVVLI VVVLVCILMW AQVFNIMCDQ
pasteurii AOAOATRC41 2 DVQFFSGICA INKFIPW a7
Cronobacter
8 sakazakii MKKFRWAILL AVLVACLLLW MQTLNVMCDQ
(Enterobacter | AOAOFBVUCS 2 DVQFFSGICT INKFIPW e
sakazakii)
Cronobacter
sakazakii (strain
9 MKKFRWAILL AVLVACLLLW MQTLNVMCDQ
ATCC BAA-894) A7MNL7 2 DVQFFSGICT INKFIPW 47
(Enterobacter
sakazakii)
10 Cronobacter K8D9J2 2 MKKFRWAILL AVLVACLLLW MQTLNVMCDQ 47
sakazakii 696 DVQFFSGICT INKFIPW
11 Cronobacter K8CDKO 2 MKKFRWAILL AVLVACLLLW MQTLNVMCDQ 47
sakazakii 701 DVQFFSGICT INKFIPW
Cronobacter
12 | turicensis (strain COXUH3 2 MKKFRWAILL AVLVACLLLW TQTINVMCDQ 47
DSM 18703 / LMG DVQFFSGICT INKFIPW
23827 / z3032)
13 Cronobacter K8B7RO 2 MKKFRWAILL AVLVACLLLW TQTINVMCDQ 47
turicensis 564 DVQFFSGICT INKFIPW
Cronobacter
14 . : MKKFRWAILL AVLVACLLLW TQTINVMCDQ
unlverzzllzsgNCTC K8DBV6 1 DVQFFSGICT INKFIPW 47
15 Enterobacter MKKIRWVILI IVLIACVVLW TQTINVMCDQ
asburiae AOAODIH1Q3 2 DVQFFSGVCA INKFIPW a7
Enterobacter
16 § . MKKIRWVILV IVLIACVVLW TQTINVMCDQ
asbulr_llgt;é)straln G2S8L6 2 DVQFFSGVCA INKFIPW 47
17 Enterobacter MKKIRWVILI IVLIACVVLW TQTINVMCDQ
cancerogenus | AOATVEM7X4 2 DVQFFSGVCA INKFIPW a7
Enterobacter
18 MKKIRWVILI IVLIACVVLW TQTINVMCDQ
cancerogenus D2ZDJ7 2 47
ATCC 35316 DVQFFSGVCA INKFIPW
19 Enterobacter MKKIRWVILI IVLIACVVLW TQTINVMCDQ
cloacae AOADABEEV1 2 DVQFFSGICS INKFIPW a7
20 Enterobacter AOA1B3F289 2 MKKIRWVILV IVLIACVVLW TQTINVMCDQ 47




21 Enterobacter MKKIRWVILI IVLIACVVLW TQTINVMCDQ
cloacae AOAT44HAA4 DVQFFSGVCA INKFIPW a7
22 Enterobacter MKKLRWVILV VVLIACVVMW TQMINVMCDQ
cloacae AUAOREITEE DVQFFSGICS INKFIPW o
23 Enterobacter MKKIRWVILV IVLIACVVLW TQTINVMCDQ
cloacae AOAT76WX09 DVQFFSGICS INKFIPW a7
24 Enterobacter MKKIRWVVLI VVVLVCILMW AQVFNIMCDQ
cloacae HaCemni DVQFFSGICA VNKFIPW v
25 Enterobacter MKKIRWVILI VVLIACVVLW TQTINVMCDQ
cloacae AOATT1G664 DVQFFSGVCA INKFIPW a7
Enterobacter
26 | cloacae complex MKKIRWVILI IVLIACVVLW TQTINVMCDQ
'Hoffmann cluster | AOA167PNNG6 DVQFFSGVCA INKFIPW e
V'
Enterobacter
27 | cloacae complex | AOAOF4BFW7 MKK'RWS’&%L\;%@S&HV&’JFQIJWVMCDQ 47
sp. CIDEIMsCOL9
Enterobacter
28 cloacae complex | AOA0X6Z7Y0 MKKIRWSQ',%QL%@S&HWJ&;W LR 47
sp. GN02468
Enterobacter
29 MKKIRWVILI IVLIACVVLW TQTINVMCDQ
cloacae complex | AOAOX4ECZ3 47
sp. GNO4363 DVQFFSGVCA INKFIPW
Enterobacter
30 MKKIRWVILI IVLIACVVLW TQTINVMCDQ
cloacae complex AOA167JEK4 47
sp. GN04787 DVQFFSGVCA INKFIPW
Enterobacter
31 | Ccloacae complex | AOA162TV43 IVIKKIRW\D/I&IQIIyFLISAG(I:\C/\S/ LI\KJVK-IE%(/IVNVMCDQ 47
sp. GN06232
Enterobacter
32 cloacae complex | AOAOW2HGZ5 MKKIRWS/\I/I‘CI)%%@S\QZ\LIVJJSJW ) 47
sp. SMART_763
33 Enterobacter G8LGY1 MKKIRWVILI IVLVACVVLW TQTINVMCDQ 47
cloacae EcWSU1 DVQFFSGVCA INKFIPW
34 Enterobacter \WOBIS6 MKKIRWVILI IVLVACVVLW TQTINVMCDQ 47
cloacae P101 DVQFFSGVCA INKFIPW
35 Enterobacter V5ABZ6 MRKFRWLLLI AVVVVCLLLW TQMINVMCDQ 47
cloacae S611 DVQFFSGICV INKFIPW
Enterobacter
36 MKKIRWVILV IVLIACVVLW TQTINVMCDQ
cloacae subsp. AOAOFOTLMS8 DVQFFSGVCA INKFIPW 47
cloacae
Enterobacter
37 MKKIRWVILI VVLIACVVLW TQTINVMCDQ
cloacae subsp. AOA246PDZ8 DVQFFSGVCA INKFIPW 47
cloacae
Enterobacter
cloacae subsp.
cloacae (strain
38 | ATCC 13047/ | AOAOH3CID4 MKK'RW\IS'\';XF'\%'QS\C’XLI‘,QVKTF?J\}VNVMCDQ 47
DSM 30054 /
NBRC 13535/
NCDC 279-56)
Enterobacter
39 | cloacae subsp. | AOAOM1R669 MKK'RW\IS'\&\Q’F'!;'Q%XLI‘,QVKTFIQJV'VNVMCDQ 47
dissolvens SDM
40 Enterobacter MKKIRWVILI IVLIACVVLW TQTINVMCDQ
cloacae UCICRE 3| ACAOM2BYV2 DVQFFSGICS INKFIPW 7
41 Enterobacter MKKIRWVILI IVLIACVVLW TQTINVMCDQ
hormaechei AOA246LH38 DVQFFSGVCA INKFIPW a7
Enterobacter
42 e A e F5RYS1 MKKIRWVILI IVLIACVVLW TQTINVMCDQ 47

49162

DVQFFSGICS INKFIPW




Enterobacter

43 . MKKIRWVILI IVLIACVVLW TQTINVMCDQ
hormaechei AOAOWIWVY1 DVQFFSGICS INKFIPW 47
subsp. oharae
Enterobacter
44 hormaechei MKKIRWVILI IVLIACVVLW TQTINVMCDQ
subsp. AURPELIEDE DVQFFSGICS INKFIPW 7
steigerwaltii
45 . MKKIRWVILI VVLIACVVLW TQTINVMCDQ
Enterobacter kobei | AOAOFQ0Y7A0 DVQFFSGVCA INKFIPW 47
46 . MKKIRWVILI IVLIACVVLW TQTINVMCDQ
Enterobacter kobei | A0A242VUR2 DVQFFSGVCA INKFIPW 47
47 . MRKFRWLIVI AALVACLLLW TQMLNVMCDQ
Enterobacter kobei | AOATN6WEKS5 DVQFFSGICV INKFIPW 47
48 . MKKIRWVILV IVLVACVVLW TQTINVMCDQ
Enterobacter mori | A0A229HZGO DVQFFSGVCA INKFIPW 47
49 | Enterobacter soli MKKIRWVILV IVLIACVVLW TQTINVMCDQ
ATCC BAA-2102 AOA198GFR2 DVQFFSGVCA INKFIPW a7
50 | Enterobacter sp. A4WBI4 MKKIRWVILI IVLIACVILW TQTINVMCDQ 47
(strain 638) DVQFFSGICA INQFIPW
51 Enterobacter sp. MKKIRWVILI IVLIACVVLW TQTINVMCDQ
50588862 AOAQVIECLO DVQFFSGVCA INKFIPW 47
52 | Enterobacter sp. J1GJGO MRKYRWVIVL VIVVTCLLLW TQMINVMCDQ 47
Ag1 DVQFFSGICT INKFIPW
53 | Enterobacter sp. MKKIRWVVLI VVVLVCILMW AQVFNIMCDQ
GN02600 AOADJOIYM1 DVQFFSGICA FNKFIPW 47
54 | Enterobacter sp. MKKIRWVILI IVLIACVVLW TQTINVMCDQ
ku-bf2 AU ZSUNES DVQFFSGVCA INKFIPW o
55 | Enterobacter sp. MRKYKWLILI VVLVGCLLLW TQMLNVMCDQ
NFI1X03 AOA1KZDDQ1 DVQFFSGICI VNKFIPW a7
Enterobacteriacea
56 : A MKKFRWVLLI VVLAACLLLW TQTLNVLCDQ
e bacterium (strain LOM508 DVQFENGICS INKFIPW 47
FGI 57)
57 . .. MKKFRWVVLA VAVLACLLLW MQVFSMMCDQ
Escherichia albertii| AOAOS3NKU5 DVPFESGICA INQLIPW 47
58 | Escherichia albertii B1EQO7 MKKFRWVVLA VAVLACLLLW MQVFSMMCDQ 47
(strain TWO07627) DVPFFSGICA INQLIPW
59 . . MKKFRWVVLV VVVLACLLLW AQVFNMMCDQ
Escherichia coli C3T687 DVQFFSGICA INQFIPW 47
60 . . MKKIRWVILI IVLIACVVLW TQTINVMCDQ
Escherichia coli AOAO0TSEXJZ7 DVQFFSGICS INKFIPW 47
61 . . MKKFRWVALV VVVLACLLLW AQVFNMMCDQ
Escherichia coli E2QN28 DVQFFSGICA INQFIPW 47
62 . . MKKFRWVVLV VVVLACLLLW VQVFNMMCDQ
Escherichia coli AOAOB1MU87 DVQFFSGICA INQFIPW 47
63 . . MKKFRWVALV VVVLACLLLW AQVFNMMCDQ
Escherichia coli AO0A245NPM2 DVQFFSGICA LNQFIPW 47
64 . . MKKFRWVVLV VVVLACLLLW AQVFNMMCDQ
Escherichia coli C3T690 DVQFFSGICA INQFISW 47
65 . . MKKFRWGVLV VAVLACLLLW AQVFNMMCDQ
Escherichia coli AOA166SZZ7 DVQFFENGICT INQFIPW 47
Escherichia coli
66 ) MKKFRWVVLV VVVLACLLLW AQVFNMMCDQ
(strain 55989 / B7L6V5 DVQFFSGICA INQFIPW 47
EAEC)
Escherichia coli
67 | (strain ATCC 8739 B1JOR3 MKKFRWVVLV VVVLACLLLW AQVFNMMCDQ 47

/ DSM 1576 /
Crooks)

DVQFFSGICA INQFIPW




Escherichia coli

(strain ATCC 9637
68 |/CCM2024/DSM| oo n e MKKFRWVVLV VWLACLLLW AQVFNMMCDQ |
1116 / NCIMB DVQFFSGICA INQFIPW
8666 / NRRL B-
766 / W)
Escherichia coli
69 . MKKFRWVVLY VWVLACLLLW AQVFNMMCDQ
(stralnD% é )BL21- AOAT40NBW7 R eGICA QI 47
Escherichia coli
70 : MKKFRWVVLY VWVLACLLLW AQVFNMMCDQ
(strain K12/ B1XH93 DVQFFSGICA INQFIPW 47
DH10B)
Escherichia coli
71 | (strain K12/ cazz12 MKKFRWVVLY VWLACLLLW AQVFNMMCDQ |
MC4100 / DVQFFSGICA INQFIPW
BW2952)
72 | Escherichia coll 564512 MKKFRWVVLYV VWVLACLLLW AQVFNMMCDQ | -
(strain K12) DVQFFSGICA INQFIPW
73 | Escherichia coll 861303 MKKFRWVVLY WVLACLLLW AQVFNMMCDQ |
(strain SE11) DVQFFSGICA INQFIPW
Escherichia coli
74 : MKKFRWVVLY VWVLACLLLW AQVFNMMCDQ
(strain SMS-3-5/ B1LD47 DVQFFSGICA INQFIPW 47
SECEC)
Escherichia coli
75 . MKKFRWVALY VWVLACLLLW AQVFNMMCDQ
(strain UTI89 / Q1RAW2 DVQFFSGICA LNQFIPW 47
UPEC)
76 | Escherichia coll SPLE MKKFRWVVLV VWLACLLLW AQVFNMMCDQ |
1.2264 DVQFFSGICA INQFIPW
77 | Escherichia coll RIXG MKKFRWVVLY VWLACLLLW AQVFNMMCDQ |,
1.2741 DVQFFSGICA INQFIPW
78 | Escherichia coll UOYSH3 MKKFRWVVLV VWVLACLLLW AQVFNMMCDQ | -
110957 DVQFFSGICA INQFIPW
79 | Escherichia coli 1- MKKFRWVVLY VWWLACLLLW AQVFNMMCDQ
110-08 S3 Cc1 | AOA125X2S3 DVQFFSGICA INQFIPW 47
80 | Escherichia coli USZ5To MKKFRWVVLV VWLACLLLW AQVFNMMCDQ |
113290 DVQFFSGICA INQFIPW
81 | Escherichia col UOXWI6 MKKFRWVVLY WVLACLLLW AQVFNMMCDQ |
113303 DVQFFSGICA INQFIPW
82 | Escherichiacoli 1- | o\ oo o MKKFRWGVLY VAVLACLLLW AQVFNMMCDQ |
176-05_S3_C2 DVQFFNGICT INQFIPW
83 | Escherichia coli 1- MKKFRWVVLY VWWLACLLLW AQVFNMMCDQ
250-04_53_C2 | A0A080J225 DVQFFSGICA INQFIPW 47
84 | Escherichia coli MKKFRWVVLY VWVLACLLLW AQVFNMMCDQ
1303 AR DVQFFSGICA INQFIPW 7
85 | Escherichia coli 1- MKKFRWVVLY VWVLACLLLW AQVFNMMCDQ
392-07_s4_C1 | AOAOT4HXHS DVQFFSGICA INQFIPW 47
86 | Escherichia coli 1- MKKFRWVVLY VWVLACLLLW AQVFNMMCDQ
392-07 S4 C3 | NOAOBOFSW3 DVQFFSGICA INQFIPW 7
87 | Escherichia col IPXERO MKKFRWVVLY WVLACLLLW AQVFNMMCDQ |
2.3916 DVQFFSGICA INQFIPW
88 | Escherichia coli 2- MKKFRWVALY VWVLACLLLW AQVFNMMCDQ
005-03_S4_Co | A0A029IT43 DVQFFSGICA INQFIPW 47
89 | Escherichia coli 2- MKKFRWVALY VWWLACLLLW AQVFNMMCDQ
005-03 54 c3 | AOA029HZ23 DVQFFSGICA INQFIPW 47
90 | Escherichia coli 2- MKKFRWVVLY VWVLACLLLW AQVFNMMCDQ
011-08_81_C1 | AOA062Y005 DVQFFSGICA INQFIPW a7
91 | Escherichia coli 2- MKKFRWVVLY VWWLACLLLW AQVFNMMCDQ
177-06_S3_C2 | AOAO7OV2T7 DVQFFSGICA INQFIPW a7




92

Escherichia coli 2-

MKKFRWVVLV VVVLACLLLW AQVFNMMCDQ

210-07 S3 c3 | AOAO70SW86 DVQFFSGICA INQFIPW 47
93 | Escherichia col EaxPas MKKFRWVALV VWVLACLLLW AQVFNMMCDQ |
2362-75 DVQFFSGICA INQFIPW
94 | Escherichia coli 2- MKKFRWVVLY VWVLACLLLW AQVFNMMCDQ
427-07 sS4 c3 | NOAOTIFWPS DVQFFSGICA INQFIPW o
95 | Escherichia coli 3- MKKFRWVVLY VWVLACLLLW AQVFNMMCDQ
267-03 54 c1 | AOAO73GBNS DVQFFSGICA INQFIPW a7
96 | Escherichia coli 3- MKKFRWVVLY VWVLACLLLW AQVFNMMCDQ
373.03 54 c2 | AOA0GIXI43 DVQFFSGICA INQFIPW e
97 | Escherichia col DS MKKFRWVVLY VWVLACLLLW AQVFNMMCDQ |,
4.0522 DVQFFSGICA INQFNPW
98 | Escherichia coll U6 MKKFRWVVLYV VWVLACLLLW AQUFNMMCDQ |
4.0967 DVQFFSGICA INQFIPW
99 | Escherichia col MKKFRWVVLY VWWLACLLLW AQVFNMMCDQ
53638 AOAQE1TOCY DVQFFSGICA INQFIPW 47
100 | Escherichia coli 5- MKKFRWVVLY VWVLACLLLW AQVFNMMCDQ
366-08_S1_C1 | AOAO73USVS DVQFFSGICA INQFIPW o
101 | Escherichia coli 5- MKKFRWVVLY VWWLACLLLW AQVFNMMCDQ
366.08 S1_c3 | AOAO73HHES DVQFFSGICA INQFIPW 47
102 | Escherichia coli 4SWD7 MKKFRWVVLV VWVLACLLLW AQVFNMMCDQ |
541-15 DVQFFSGICA INQFIPW
103 | Escherichia coli 6- MKKFRWVVLY VWWLACLLLW AQVFNMMCDQ
537-08 51 _Cc3 | NOAOBOFEGS DVQFFSGICA INQFIPW 47
104 | Escherichia coli T MKKFRWVVLYV VWVLACLLLW AQUFNMMCDQ |
9.0111 DVQFFSGICA INQFIPW
105 | Escherichia coli V0SSTO MKKFRWVVLY VWVLACLLLW AQVFNMMCDQ |
907672 DVQFFSGICA INQFIPW
106 | Escherichia coli Uoz4s MKKFRWVVLYV VWVLACLLLW AQUFNMMCDQ |
907713 DVQFFSGICA INQFIPW
107 | Escherichia coli VOVLI MKKFRWVALV VWVLACLLLW AQVFNMMCDQ |,
908519 DVQFFSGICA INQFIPW
108 | Escherichia coli VY445 MKKFRWVVLV VWVLACLLLW AQVFNMMCDQ |
908525 DVQFFSGICA INQFIPW
109 | Escherichia coli P MKKFRWVVLY VWVLACLLLW AQVFNMMCDQ |,
908573 DVQFFSGICA INQFIPW
110 | Escherichia coli USZGa3 MKKFRWVVLYV VWVLACLLLW AQVFNMMCDQ |
909945-2 DVQFFSGICA INQFIPW
111| Escherichia coli 125468 MKKFRWVVLY VWVLACLLLW AQVFNMMCDQ |
97.0246 DVQFFSGICA INQFIPW
112 | Escherichia coli e MKKFRWVVLYV VWVLACLLLW AQUFNMMCDQ |
99.0741 DVQFFSGICA INQFIPW
113 | Escherichia coli VEEMOS MKKFRWVVLY VWVLACLLLW AQVFNMMCDQ |,
ATCC BAA-2209 DVQFFSGICA INQFNPW
114 | Escherichia coli DBUAAS MKKFRWVVLV VWVLACLLLW AQVFNMMCDQ |
B354 DVQFFSGICA INQFIPW
115 | Escherichia coli 7aM34 MKKFRWVVLY VWVLACLLLW AQVFNMMCDQ |,
chi7122 DVQFFSGICA INQFIPW
116 | Escherichia coli MKKFRWVVLY VWVLACLLLW AQVFNMMCDQ
D6-113.11 AERIZ R DVQFFSGICA INQFIPW o
117 | Escherichia coli HAIBVS MKKFRWVALV VWVLACLLLW AQVFNMMCDQ |
DEC1B DVQFFSGICA INQFIPW
118 | Escherichia coli Ha1SRA MKKFRWVALV VWVLACLLLW AQVFNMMCDQ |
DEC1C DVQFFSGICA INQFIPW
119 | Escherichia coli Haso11 MKKFRWVALV VWVLACLLLW AQVFNMMCDQ |,
DEC1D DVQFFSGICA INQFIPW




120 | Escherichia coli HAKHU7 MKKFRWVALV VWVLACLLLW AQVFNMMCDQ 47
DEC2C DVQFFSGICA INQFIPW
121 | Escherichia coll HALCR? MKKFRWVALV VWVLACLLLW AQVFNMMCDQ 47
DEC2E DVQFFSGICA INQFIPW
122 | Escherichia coll HALI03 MKKFRWVVLY VWVLACLLLW AQVFNMMCDQ 47
DEC6A DVQFFSGICA INQFIPW
123 | Escherichia coll MKKFRWWVLV VWVLACLLLW AQVFNMMCDQ
E1114 ADA1X3INOO DVQFFSGICA INQFIPW 47
124 | Escherichia coll MKKFRWVVLV VAVLACLLLW AQVFNMMCDQ
E1118 AU DVQFFSGICA INQFIPW o
125 | Escherichia coll MKKFRWVVLV VWVLACLLLW AQVFNMMCDQ
G3/10 AOAOAOFHQ3 DVQFFSGICA INQFIPW 47
126 | Escherichia coli MKKFRWVVLY VWVLACLLLW AQVFNMMCDQ
H386 Ao G DVQFFSGICA INQFIPW 47
127 | Escherichia coll MKKFRWVALV VWVLACLLLW AQVFNMMCDQ
H461 AOATX3KBMO DVQFFSGICA LNQFIPW a7
128 | Escherichia coli FAVGT3 MKKFRWVVLY VWVLACLLLW AQVFNMMCDQ 47
H591 DVQFFSGICA INQFIPW
129 | Escherichia coll MKKFRWGVLV VAVLACLLLW AQVFNMMCDQ
H605 AOATX3KRTE DVQFFNGICT INQFIPW 47
130 | Escherichia coli FASKXO MKKFRWVVLY VWVLACLLLW AQVFNMMCDQ 47
H736 DVQFFSGICA INQFIPW
131 | Escherichia coll WAEVS? MKKFRWWVLY VWVLACLLLW AQVFNMMCDQ 47
ISC7 DVQFFSGICA INQFIPW
132 | Escherichia coli VEKESS MKKFRWVVLY VWVLACLLLW AQVFNMMCDQ 47
LAU-EC10 DVQFFSGICA INQFIPW
133 | Escherichia coll MKKFRWVVLV VWVLACLLLW AQVFNMMCDQ
MO056 ADA1X3I7CY DVQFFSGICA INQFIPW 47
134 | Escherichia coli F4S755 MKKFRWVALVY VWVLACLLLW AQVFNMMCDQ 47
M605 DVQFFSGICA INQFIPW
135 | Escherichia coll I MKKFRWWVLY VWVLACLLLW AQVFNMMCDQ 47
M718 DVQFFSGICA INQFIPW
136 | Escherichia coli MKKFRWVVLY VWVLACLLLW AQVFNMMCDQ
M8 AdleIE DVQFFSGICA INQFIPW o
137 | Escherichia coll Eovp17 MKKFRWWVLV VWVLACLLLW AQVFNMMCDQ 47
M863 DVQFFSGICA INQFIPW
138 | Escherichia coli MOHO86 MKKFRWVVLY VWVLACLLLW AQVFNMMCDQ 47
MP021561.2 DVQFFSGICA INQFIPW
139 | Escherichia coll D8ECAS MKKFRWWVLY VWVLACLLLW AQVFNMMCDQ 47
MS 119-7 DVQFFSGICA INQFIPW
140 | Escherichia coli £1.C52 MKKFRWVVLY VWVLACLLLW AQVFNMMCDQ 47
MS 124-1 DVQFFSGICA INQFIPW
141 | Escherichia coll LT MKKFRWWVLV VWVLACLLLW AQVFNMMCDQ 47
MS 145-7 DVQFFSGICA INQFIPW
142 | Escherichia coli — MKKFRWVVLY VWVLACLLLW AQVFNMMCDQ 47
MS 85-1 DVQFFSGICA INQFIPW
143 | Escherichia coll POCTE MKKFRWVALV VWVLACLLLW AQVFNMMCDQ 47
01:K1/ APEC DVQFFSGICA LNQFIPW
144 | Escherichia coll MKKFRWVVLY VWVLACLLLW AQVFNMMCDQ
0103:H2 (strain C8UA84 DVQFFSGICA INQFIPW 47
12009 / EHEC)
Escherichia coli
145 | 1outia (doam | AGAOEOXY13 MKKFRWWVLV VWVLACLLLW AQVFNMMCDQ 47

2011C-3493)

DVQFFSGICA INQFIPW




Escherichia coli

146 : MKKFRWVVLY VWVLACLLLW AQVFNMMCDQ
O111:H- (strain C8UBS5 47
11128 EHEG) DVQFFSGICA INQFNPW
Escherichia coli

1471 0111:H11 str. K4WG83 MKKFRWV\&/VQ\?F/\S/E’?&W’QVFAISV\(/FNMMCDQ 47

CVM9455
Escherichia coli
148 | "5111:H8 str. KAV6MS MKKFRWVI\D’\%;’;’g’é{*CCALIL,\%VFQ%%FNMMCDQ 47
CVM9634
Escherichia coli
149 _ MKKFRWVVLV VWVLACLLLW AQVFNMMCDQ
O111:NMstr. | AOA027TT17 DVQRFSGICA INQFNPW 47
K6722
Escherichia coli
150 | O118:H16str. | AOA028E2J5 MKKFRWV\IS'{/\Q?F’\S"C;’T&W&VQSV\(IFNMMCDQ 47
2009C-4446
Escherichia coli
1811 0121:H19str. | AOAOE2TSV4 MKKFRWV\&/VQ\?F/\S/E’?&W’QVFAISV\(/FNMMCDQ 47
2010C-3609
Escherichia coli
152 | 5127:H6 (strain B7USK2 MKKFRWV’S&,\&\;\F’\S’E’T&*‘&VQSV\(IFNMMCDQ 47
E2348/69 / EPEC)
Escherichia coli
183 | " 0128:H2 str. AOAO70ETAG MKKFRWV\&/VQ\?F/\S/E’?&W’QVFAISV\(/FNMMCDQ 47
2011C-3317
Escherichia coli
154 | 0139:H28 (strain | A7ZMUS MKKFRWV\IS'{/\Q?F’\S"C;’T&W&VQSV\(IFNMMCDQ 47
E24377A / ETEC)
Escherichia coli
155 _ MKKFRWVVLY VWVLACLLLW AQVFNMMCDQ
0145:H25 str. 07- | AOA070D363 DVQFESGIOA INQRIPW 47
3858
Escherichia coli
156 : MKKFRWVVLV VWVLACLLLW AQVFNMMCDQ
O145:H28 str. | AOA023YXY9 DVOFESGICA INQRIPW 47
RM12581
Escherichia coli
157 "0145:NMstr. | AOAO25CNG5 MKKFRWV\&\’Q\;\F’\S’E’T&%;VQVFAISV\(/FNMMCDQ 47
2010C-3526
Escherichia coli

158 | '0146:H21str. | AOAO7OCRX4 MKKFRWWIS&/\&\;\F/\S/E’TS/&W&VQSV\(IFNMMCDQ 47

2010C-3325

159 | Escherichia coli MKKFRWVVLV VVVLACLLLW AQVFNMMCDQ

0157 ADA1Z3UR72 DVQFFSGICA INQFIPW 47
160 | Escherichia coli P64513 MKKFRWVVLV VVWVLACLLLW AQVFNMMCDQ 47
0157:H7 DVQFFSGICA INQFIPW
Escherichia coli
161 5157:H7 (strain B5YQWS MKKFRWV\&/VQ\?F/\S/E’?&W’QVFAISV\(/FNMMCDQ 47
EC4115 / EHEC)
162 | Escherichia coli MKKFRWVVLV VVWVLACLLLW AQVFNMMCDQ
O157:H7 str. Ss52| ACAOF6F7I3 DVQFFSGICA INQFIPW o
Escherichia coli
163 | O17:K52:H18 B7NBH3 MKKFRWVVLV VWVLACLLLW AQVFNMMCDQ 47
(strain UMNO026 / DVQFFSGICA INQFIPW
ExPEC)
Escherichia coli
164 _ MKKFRWVVLV VWVLACLLLW AQVFNMMCDQ
0174: :(l% gtr. 04- | ADA026V3K9 DVQFESGICA INQRIPW 47

165 | Escherichia coli MKKFRWVALV VVVLACLLLW AQVFNMMCDQ

025b:H4 AOA192C884 DVQFFSGICA INQFIPW a7




166

Escherichia coli

MKKFRWVALV VVVLACLLLW AQVFNMMCDQ

025b:H4-ST131 w8zJas DVQFFSGICA INQFIPW o
Escherichia coli
167 | 045:K1 (strain B7MBN2 MKKFRWVS%}’;’;%{*S&&%S%I’“MMCDQ 47
S88 / EXPEC)
Escherichia coli
168 | 055:H7 (strain D3QVU2 MKKFRWV\&\&\;\F’\S’E’?CC/&%;‘&)VF’?SV\(IFNMMCDQ 46
CB9615 / EPEC)
Escherichia coli
169 | O6:H1 (strain QBFGT7 MKKFRWVALV VWLACLLLW AQVFNMMCDQ 47
CFT073/ ATCC DVQFFSGICA INQFIPW
700928 / UPEC)
Escherichia coli
170 O6:K15:H31 50CTB3 MKKFRWVALV VWLACLLLW AQVFNMMCDQ 7
(strain 536 / DVQFFSGICA INQFIP
UPEC)
Escherichia coli
171 , MKKFRWVVLY VWVLACLLLW AQVFNMMCDQ
oeg.H4 1616?&. 08- | AOA027ZLA9 VQEESOICA INGHIPW 47
172 | Escherichia coli MKKFRWVVLV VWLACLLLW AQVFNMMCDQ
O7:K1 str. CE10 | AQAOEOVEST DVQFFSGICA INQFIPW 47
Escherichia coli
173 1 078:H11 (strain E3PNL1 MKKFRWV\IS&/VQ\?F/\S/E’?&W’QVFAISV\(/FNMMCDQ 47
H10407 / ETEC)
174 | Escherichia coli B7MAT MKKFRWVVLY VWVLACLLLW AQVFNMMCDQ a7
08 (strain IAI1) DVQFFSGICA INQFIPW
175 | Escherichia coli B7MUVS MKKFRWVALV VWLACLLLW AQVFNMMCDQ 47
081 (strain ED1a) DVQFFSGICA INQFIPW
Escherichia coli
176 | 083:H1 (strain | AOAOH3EIC2 MKKFRWVADb\Qé\F/\S/é’?CCk%h‘gQSV\CFNMMCDQ 47
NRG 857C / AIEC)
177 | Escherichia coli ABA123 MKKFRWVVLY VWVLACLLLW AQVFNMMCDQ 47
09:H4 (strain HS) DVQFFSGICA INQFIPW
178 | Escherichia coli N4P199 MKKFRWVVLY VWLACLLLW AQVFNMMCDQ a7
P0301867.5 DVQFFSGICA INQFIPW
179 | Escherichia coli MKKFRWVVLV VWLACLLLW AQVFNMMCDQ
PCN033 ADADG3K4L9 DVQFFSGICA INQFIPW 47
180 | Escherichia coli MKKFRWVVLY VWLACLLLW AQVFNMMCDQ
TA249 e DVQFFSGICA INQFIPW o
181 | Escherichia coli FAV2XS MKKFRWGVLY VVVLACLLLW AQVFNMMCDQ 47
TA280 DVQFFSGICA INQFIPW
182 | Escherichia coli EOX 20 MKKFRWVVLY VWLACLLLW AQVFNMMCDQ a7
TW10509 DVQFFSGICA INQFIPW
183 | Escherichia coli GOF6U3 MKKFRWVVLY VWVLACLLLW AQVFNMMCDQ 47
UMNF18 DVQFFSGICA INQFIPW
184 | Escherichia coli MKKFRWVVLV VWLACLLLW AQVFNMMCDQ
UMNK88 AUAEITZE DVQFFSGICA INQFIPW o
185 | Escherichia coli VL4 MKKFRWVVLY VWLACLLLW AQVFNMMCDQ 47
W26 DVQFFSGICA INQFIPW
186 | Escherichia coli MKKFRWVVLY VWLACLLLW AQVFNMMCDQ
Xuzhou?21 AOAOFBC5B9 - DVQFFSGICA INQFIPW o
187 |  Escherichia MKKFRWVALV VWWLACLLLW AQVFNMMCDQ
fergusonii AOAOW3CUMA4 DVQFFSGICA INQFIPW a7
Escherichia
fergusonii (strain
188 IS B7LPMO MKKFRWLVLI VWVLACLVLW AQVINIMCDQ 7

DSM 13698 / CDC
0568-73)

DVQFFSGICA INKFIPW




189 | Franconibacter MKKFRWAILL AVLVACLLLW TQMLNVMCDQ
pulveris AOADJBVINS DVQFFSGICT INKFIPW a7
Klebsiella
190 |  aerogenes MKKIRWVILI IVLIACVVLW TQTINVMCDQ
(Enterobacter RUASESNED DVQFFSGICS INKFIPW 1/
aerogenes)
Klebsiella
191 aerogenes MKKLRWVLLI VWIAGCLLLW TQMLNVMCDQ
(Enterobacter | /0A0B2IKY1 DVQFFSGICA INKFIPW a7
aerogenes)
Klebsiella
aerogenes (strain
ATCC 13048 /
DSM 30053 / JCM
192 | 1235/ KCTC 2190 MKKLRWVLLI VVIAGCLLLW TQMLNVMCDQ
/NBRC 13534/ | AOAGH3G2NO DVQFFSGICA INKFIPW 7
NCIMB 10102 /
NCTC 10006)
(Enterobacter
aerogenes)
193 Klebsiella MKKLRWVLLI VIAGCLLLW TQMLNVMCDQ
michiganensis | AOA1QBYNF7 DVQFFSGICT INKFIPW a7
194 . MKKLRWVLLI VIAGCLLLW TQMLNVMCDQ
Klebsiella oxytoca | AOAOG3S8M8 DVQFFSGICT INKFIPW 47
Klebsiella oxytoca
(strain ATCC 8724
195 | / DSM 4798 / JCM MKKLRWVLLI VIAGCLLLW TQMLNVMCDQ
20051/NBRC | ACAOH3HIQO DVQFFSGICT INKFIPW 47
3318/ NRRL B-
199 / KCTC 1686)
196 | Klebsiella oxytoca MKKLRWVLLI VIAGCLLLW TQMLNVMCDQ
KONIH1 AUAEEEAES DVQFFSGICT INKFIPW 1/
197 Klebsiella MKKLRWVLLI VIAGCLLLW TQMLNVMCDQ
pneumoniae AOAOE4AX29 DVQFFSGICT INKFIPW a7
198 Klebsiella MKKLRWVLLI VIISGCLLLW TQMLNVMCDQ
pneumoniae | 10A097F1MS8 DVQFFSGICT INKFIPW 7
199 Klebsiella MKKLRWVLLI VIAGCLLLW TQMLNVMCDQ
pneumoniae AOATX6DDHS DVQFFSGICT INKFISW a7
200 Klebsiella MKKLRWVLLI VIIAGCLLLW TQMLNVMCDQ
pneumoniae AUAICBZAIEE DVQFFSGICT IDKFIPW e
201 Klebsiella MKKLRWVLLI VIAGCLLLW TQMLNVMCDQ
pneumoniae | /OAOE4AX28 DVQFFSGICT INKFIPWYDI FLPTDFLLRR GW a7
202 Klebsiella MKKLRWVLLI VIIAGCLLLW TQMLNVMCDQ
pneumoniae | 1\OAOB4AWCS DVQFFSGICT INKFIPWYDI FLTTDFLLRR GW 1/
203 Klebsiella MKKLRWVLLI VIAGCLLLW TQMLNVMFDQ
pneumoniae AOAQS7F1P8 DVQFFSGICT INKFIPW a7
204 Klebsiella MKKLRWVLLI VIAGCLLLW TQMLNVMCDQ
pneumoniae BSXQd> DVQFFSGICT INKFIPW 1/
(strain 342)
Klebsiella
205 ; MKKLRWVLLI VIAGCLLLW TQMLNVMCDQ
pneumoniae VOB1TNg DVQFFSGICT INKFIPW a7
909957
206 Klebsiella WABGK? MKKFRWVVLV VVVLACLLLW AQVFNMMCDQ 47
pneumoniae 1S22 DVQFFSGICA INQFIPW
207 Klebsiella WAHVP3 MKKLRWVLLI VIAGCLLLW TQMLNVMCDQ 47
pneumoniae 1S39 DVQFFSGICT INKFIPW
208 Klebsiella WAESD? MKKLRWVLLI VIAGCLLLW TQMLNVMCDQ 47

pneumoniae 1S46

DVQFFSGICT INKFIPW




209

Klebsiella
pneumoniae

MKKLRWVLLI VIIAGCLLLW TQMLNVMCDQ

subsp. ADAD75QZ34 DVQFFSGICT INKFIRW a7
pneumoniae
Klebsiella
210 pneumoniae MKKLRWVLLI VIIAGCLLLW TQMHNVMCDQ
subsp. ADAD75QQS5 DVQFFSGICT INKFIPW o
pneumoniae
Klebsiella
211 pneumoniae MKKLRWVLLI VIIAGCLLLW TQMLNVMCDQ
subsp. ADAD75QUVA DVQFFSSICT INKFIPW a7
pneumoniae
Klebsiella
212 pneumoniae MKKLRWVLLI VIIAGCLLLW TQMLNVMCDQ
subsp. AU DVQFFSGICT INKFIPW o
pneumoniae
Klebsiella
pneumoniae
213 MKKLRWVLLI VIIAGCLLLW TQMLNVMCDQ
_ subsp. C8T3F0 DVQFFSGICT INKFIPW a7
rhinoscleromatis
ATCC 13884
214 Klebsiella MKKLRWVLLI VIIAGCLLLW TQMLNVMCDQ
quasipneumoniae AU DVQFFSGICT INKFIPW o
215 Klebsiella MKKLRWVLLI VIIAGCLLLW TQMLNVMCDQ
quasivariicola AOA223USL9 DVQFFSGICT INKFIPW a7
216 Klebsiella sp. MKKLRWVLLI VIIAGCLLLW TQMLNVMCDQ
HMsC16c0s | AOATF2LXVI DVQFFSGICT INKFIPW 7
217 Klebsiella sp. MKKLRWVLLI VIIAGCLLLW TQMLNVMCDQ
LTGPAF-6F | AOATD8JVRO DVQFFSGICT INKFIPW 47
218 Klebsiella sp. J6lIL4 MKKLRWVLLI VIIAGCLLLW TQMLNVMCDQ 47
OBRC7 DVQFFSGICT INKFIPW
219 asc(frt’gt‘;eﬂcc AOAOBSIKE MKKFRWVLLI LVIAACLLLW TQMINVMCDQ 47
33433 DVQFFSGICS INRFIPW
220 Kluyvera MKKFRWVLLI IVIAACLLLW TQMINVMCDQ
georgiana AUl el DVQFFSGVCS INRFIPW 1/
221 eorKIiL;me/rchc AOATBTK139 MKKFRWVLLI LVIAACLLLW TQMINVMCDQ 47
9 951 503 DVQFFSGVCS INRFIPW
Kluyvera
222 intermedia MKKFRWLILI AVLVVCLLLW TQMLNVMCDQ
(Enterobacter | AOA1XOXCUG DVQFFSGICV INKYIPW e
intermedius)
223 Kosakonia MRKYKWLILI VVLVGCLLLW TQMLNVMCDQ
arachidis AOATI7D940 DVQFFSGICI VNKFIPW a7
224 . " MRKFRWLLLI AVVVVCLLLW TQMINVMCDQ
Kosakonia cowanii | AOA1U7E6G5 DVQFFSGICV INKFIPW 47
225 . MRKYKWLILI VVLVGCLLLW TQMLNVMCDQ
Kosakonia oryzae | AOA1TS5HKY3 DVQFFSGICI VNKFIPW 47
Kosakonia
226 e MRKYKWLILI VVLVGCLLLW TQMLNVMCDQ
radicincitans DSM | AOA1VOLCU2 DVQFFSGICI VNKFIPW 47
16656
227 Leclercia MKKIRWVILV LVLLACVLLW TQTINVMCDQ
adecarboxylata | OATV22264 DVQFFSGICS VNKFIPW a7
228 . MKKIRWVILI IVLIACVVLW TQTINVMCDQ
Leclercia sp. LK8 | AOAO0JEMKQ4 DVQFFSGVCA INKFIPW 47
Lelliottia amnigena
229 MKKIRWVILI IVLVACAFLW TQTINVMCDQ
(Enterobacter AOA1A9FDE2 DVQFFSGICA INKFIPW 47
amnigenus)
230 | Lelliottia amnigena AOAOGENING MKKIRWVILI IVLIACVVLW TQTINVMCDQ 47

CHS 78

DVQFFSGICS INKFIPW




231 Lelliottia MKKIRWVILI IVLIACVVLW TQTINVMCDQ
nimipressuralis | AOA1J5VZJ2 DVQFFSGVCA INKFIPW a7
232 . MKKIRWVILI IVLIACVVLW TQTINVMCDQ
Pantoea sesami AOATM5IUR2 DVQFFSGVCA INKFIPW 47
233 Proteus sp. MKKLRWVLLI VIAGCLLLW TQMLNVMCDQ
Hwmsc1opoz | ACATF2HEED DVQFFSGICT INKFIPW 47
Raoultella
234 ornithinolytica MKKLRWVLLI VVIAGCLLLW TQMLNVMCDQ
(Klebsiella AU DVQFFSGICT INKFIPW 7
ornithinolytica)
Raoultella
235 ornithinolytica MKKVRWVLLI VIIAGCLLLW TQMLNVMCDQ
(Klebsiella AOAZ25UAF4 DVQFFSGICT INKFIPW a7
ornithinolytica)
Raoultella
236 terrigena MKKLRWVLLI VVIAGCLLLW TQMLNVMCDQ
(Kiebsiglla | AOATV2BHWS DVQFFSGICT INKFIPW 7
terrigena)
Salmonella
enterica subsp.
237 . MKKFRWVVLG IVVVVCLLLW AQVFNIMCDQ
enterica serovar B5F3Q2 DVQFFSGICA INKFIPW 47
agona (strain
SL483)
Salmonella
enterica subsp.
238 | arizonae (strain AIMINI4 MKKFRWVVLG IVVVVCLLLW AQVFENIMCDQ 47
ATCC BAA-731/ DVQFFSGICA INKFIPW
CDC346-86 /
RSK2980)
239 Salmonella S5N950 MKKFRWVVLG IVVVVCLLLW AQVFNIMCDQ 47
bongori N268-08 DVQFFSGICA INKFIPW
Salmonella
240 | bongori serovar MKKFRWVVLG IVVVVCLLLW AQVFENIMCDQ
66:241:- str. A R DVQFFSGICA INKFIPW e
SA19983605
Salmonella
241 enterica subsp. MKKFRWVVLG IVVVVCLLLW AQVFNIMCDQ
enterica serovar AOAOMOPHZ0 DVQFFSGICA INKFIPW a7
choleraesuis
242 Salmonella MKKIRWVVLI VVVLVCILMW AQVENIMCDQ
choleraesuis | AOATTTHVI7 DVQFFSGICA INKFIPW v
Salmonella
243 choleraesuis Q57NG9 MKKFRWVS/bS;g\S/éYCC AL IL,\%\PQVF'IT:,?A\//FNIMCDQ 47
(strain SC-B67)
Salmonella
enterica subsp.
244 enterica serovar B5FTJ3 MKTFRWVS/bgég\Sngg AL IL,\LI\}QVF'ITDC\)A\I/FNIMCDQ 47
dublin (strain
CT_02021853)
245 Salmonella MKKFRWVVLG IVVVVCLLLW AQVFNIMCDQ
enterica | ADADF7J939 DVQFFSGICA INKFIPW 47
Salmonella
enterica subsp.
248 | arizonae serovar | AOATM3XZHO MKKFRWVS’bgg\é\S’gYCCk%h‘éVFﬁD%’FN'MCDQ 47
18:24,z23:- str.
CVM N6509
Salmonella
247 enterica subsp. MKKFRWVVLG IVVVVCLLLW AQVFNIMCDQ
arizonae serovar AOATXZTNO2 DVQFFSGICA INKFIPW a7
41:z4,223:-
Salmonella
248 enterica subsp. AOAIX2TGL5 MKKFRWVVLG IVVVVCLLLW AQVFNIMCDQ 47

arizonae serovar
50:r:z

DVQFFSGICA INKFIPW




Salmonella
enterica subsp.

249 . MKKFRWVVLG IVVVVCLLLW AQVFNIMCDQ
arlzorlae §erovar AOAO089HJH6 DVQFFSGICA INKFIPW 47
62:236:- str.
RKS2983
Salmonella
enterica subsp.
250 | arizonae serovar | AOAOV2EBP3 MKKFRWVS’bgg\é\S’gYCCk%h‘éVFﬁD%’FN'MCDQ 47
63:9,z51:- str. So
20/20
Salmonella
251 enterica subsp. MKKFRWVVLG IVVVVCLLLW AQVFNIMCDQ
diarizonae serovar AOA241RCQ3 DVQFFSGICA INKFIPW a7
50:k:z str. MZ0080
Salmonella
252 | enterica subsp. MKKFRWVVLG IVVVVCLLLW AQVFENIMCDQ
diarizonae serovar AUAZZIRLEES DVQFFSGICA INKFIPW o
60:r:e,n,x,z15
Salmonella
enterica subsp.
253 | . . MKKFRWVVLG IVVVVCLLLW AQVFNIMCDQ
dIaI’IZOI:la.e serovar | AOA241RZB4 DVQFFSGICA INKFIPW 47
65:c:z str.
SA20044251
Salmonella
enterica subsp.
254 enterica serovar G5L875 MKKFRWVS&SQ:/\S%\I/C? AL IL,\Lj\évFﬁDC\)A\I/FNIMCDQ 47
Adelaide str. A4-
669
Salmonella
enterica subsp.
255 . MKKFRWVVLG IVVVVCLLLW AQVFNIMCDQ
enterica serovar G5LMX1 DVQFFSGICA INKFIPW 47
Alachua str. R6-
377
Salmonella
256 | enterica subsp. MKKFRWVVLG IVVVVCLLLW AQVFENIMCDQ
enterica serovar | /OA1S1AHT3 DVQFFSGICA INKFIPW o
Bareilly
Salmonella
257 | enterica subsp. MKKFRWVVLG IVVVVCLLLW AQVFNIMCDQ
enterica serovar AOAGUOWUY DVQFFSGICA INKFIPW a7
Bovismorbificans
Salmonella
enterica subsp.
258 . MKKFRWVVLG IVVVVCLLLW AQVFENIMCDQ
ent(érlca serovar V7UAQG6 DVQFFSGICA INKFIPW 47
erro str.
CFSAN001590
Salmonella
259 | enterica subsp. V7IPTA MKKFRWVVLG IVVVVCLLLW AQVFNIMCDQ 47
enterica serovar DVQFFSGICA INKFIPW
Cubana str. 76814
Salmonella
enterica subsp.
260 . MKKFRWVVLG IVVVVCLLLW AQVFENIMCDQ
enterica serovar S5HS98 DVQFFSGICA INKFIPW 47
Cubana str.
CFSAN002050
Salmonella
261 enterica subsp. M7S840 MKTFRWVVLG IVVVVCLLLW AQVFNIMCDQ 47
enterica serovar DVQFFSGICA INKFIPW
Dublin str. UC16
Salmonella
enterica subsp.
262 enterica serovar | AOAOG2NLX0 MKKFRWVVLG IVVVVCLLLW AQVFNIMCNQ 47

Gallinarum str.
SG9

DVQFFSGICA INKFIPW




263

Salmonella
enterica subsp.
enterica serovar
Give str. S5-487

G5MHC7

MKKFRWWVVLG IVVVVCLLLW AQVFNIMCDQ
DVQFFSGICA INKFIPW

47

264

Salmonella
enterica subsp.
enterica serovar
Hvittingfoss str.

SA20014981

AOA221YZB0O

MKKFRWVVLG IVVVVCLLLW AQVFNIMCDQ
DVQFFSGICA INKFIPW

47

265

Salmonella
enterica subsp.
enterica serovar

India str.
SA20085604

A0A1Z3QDI2

MKKFRWVVLG IVVVVCLLLW AQVFNIMCDQ
DVQFFSGICA INKFIPW

47

266

Salmonella
enterica subsp.
enterica serovar

Infantis str.

SARB27

G4C2K8

MKKFRWVVLG IVVVVCLLLW AQVFNIMCDQ
DVQFFSGICA INKFIPW

47

267

Salmonella
enterica subsp.
enterica serovar

Inverness str. R8-
3668

G5NBY2

MKKFRWVVLG IVVVVCLLLW AQVFNIMCDQ
DVQFFSGICA INKFIPW

47

268

Salmonella
enterica subsp.
enterica serovar

Johannesburg

AOAOLOF773

MKKFRWVVLG IVVVVCLLLW AQVFNIMCDQ
DVQFFSGICA INKFIPW

47

269

Salmonella
enterica subsp.
enterica serovar

Kentucky str.
SA20030505

AO0A221YLJ6

MKKFRWWVVLG IVVVVCLLLW AQVFNIMCDQ
DVQFFSGICA INKFIPW

47

270

Salmonella
enterica subsp.
enterica serovar

Mississippi str. A4-
633

G5PM42

MKKFRWVVLG IVVVVCLLLW AQVFNIMCDQ
DVQFFSGICA INKFIPW

47

271

Salmonella
enterica subsp.
enterica serovar
Montevideo str.

609458-2

AOA1C3A297

MKKFRWWVVLG IVVVVCLLLW AQVFNIMCDQ
DVQFFSGICA INKFIPW

47

272

Salmonella
enterica subsp.
enterica serovar
Montevideo str.

S5-403

G5Q1K9

MKKFRWVVLG IVVVVCLLLW AQVFNIMCDQ
DVQFFSGICA INKFIPW

47

273

Salmonella
enterica subsp.
enterica serovar

Muenchen str.
baa1594

V1VZaT7

MKKFRWWVVLG IVVVVCLLLW AQVFNIMCDQ
DVQFFSGICA INKFIPW

47

274

Salmonella
enterica subsp.
enterica serovar
Rough O:d:1,7

AOA1TX2RFL4

MKKFRWVVLG IVVVVCLLLW AQVFNIMCDQ
DVQFFSGICA INKFIPW

47

275

Salmonella
enterica subsp.
enterica serovar
Rubislaw str. A4-

653

G5QlI15

MKKFRWVVLG IVVVVCLLLW AQVFNIMCDQ
DVQFFSGICA INKFIPW

47

276

Salmonella
enterica subsp.
enterica serovar

Saintpaul

AOA1S0ZF23

MKKFRWVVLG IVVVVCLLLW AQVFNIMCDQ
DVQFFSGICA INKFIPW

47




Salmonella

277 | enterica subsp. MKKFRWVVLG IVVVVCLLLW AQVFNIMCDQ
enterica serovar AOA1X2YCS1 DVQFFSGICA INKFIPW a7
Saphra
Salmonella
278 | enterica subsp. MKKFRWVVLG IVVVVCLLLW AQVFNIMCDQ
enterica serovar | AOATX2UNT4 DVQFFSGICA INKFIPW e
Seftenburg
Salmonella
enterica subsp.
279 . MKKFRWVVLG IVVVVCLLLW AQVFNIMCDQ
enterica serovar G5QYUS DVQFFSGICA INKFIPW 47
Senftenberg str.
A4-543
Salmonella
enterica subsp.
280 | enterica serovar X2KJG1 MKKFRWVVLG IVVVVCLLLW AQVFENIMCDQ 47
Tennessee str. DVQFFSGICA INKFIPW
TXSC_TXSCO08-
19
Salmonella
enterica subsp.
281 enterica serovar | AOAOU1G4T3 MKKFRWVVLG IVVVVCLLLW AQVFNIMCDQ 47
A DVQFFSGICA INKFIPW
Typhimurium str.
DT104
Salmonella
enterica subsp.
282 . MKKFRWVVLG IVVVVCLLLW AQVFENIMCDQ
enterica serovar G5REM6 DVQFFSGICA INKFIPW 47
Uganda str. R8-
3404
Salmonella
enterica subsp.
283 . MKKFRWVVLG IVVVVCLLLW AQVFNIMCDQ
enterica serovar G5RUD1 DVQFFSGICA INKFIPW 47
Urbana str. R8-
2977
Salmonella
enterica subsp.
284 enterica serovar G5SAS6 MKKFRWVS&SQ:/\S%\I/C? AL IL,\Lj\évFﬁDC\)A\I/FNIMCDQ 47
Wandsworth str.
A4-580
Salmonella
enterica subsp.
285 indica serovar V1GR58 MKKFRWVS%SQ:/\S%\I/CC AL ILI\%\}QVF'IT:,?A\I/FNIMCDQ 47
6,14,25:210:1,(2),
7 str. 1121
Salmonella
286 . MKKFRWVVLG IVVVVCLLLW AQVFENIMCDQ
enterica subsp. AOAOF5BERG6 DVQFFSGICA INKFIPW 47
salamae
Salmonella
enterica subsp.
287 salamae serovar AOA241SEH7 MKKFRWVS/\&S;\;\SIX\I/CCALIL’\%\}QVF,SD%\\//FNIMCDQ 47
55:k:z39 str.
1315K
Salmonella
enterica subsp.
288 MKKFRWVVLG IVVVVCLLLW AQVFNIMCDQ
sal.ama.e serovar | AOAQOV2CSS7 DVQFFSGICA INKFIPW 47
56:210:e,n,x str.
1369-73
289 Salmonella MKKFRWVVLG IVVVVCLLLW AQVFNIMCDQ
enteritidis | AOATR2TMCA DVQFFSGICA INKFIPW 47
Salmonella
enterica subsp.
290 - B5R2T1 MKKFRWVVLG IVVVVCLLLW AQVFENIMCDQ 47

enteritidis PT4
(strain P125109)

DVQFFSGICA INKFIPW




Salmonella
enterica subsp.

291 | enterica serovar B5R8W2 MKKFRWVVLG IVVVVCLLLW AQVFNIMCNQ 47
gallinarum (strain DVQFFSGICA INKFIPW
287/91 / NCTC
13346)
Salmonella
enterica subsp.
292 . MKKFRWVVLG IVVVVCLLLW AQVFENIMCDQ
eqterlca serova.r B4TKH1 DVQFFSGICA INKFIPW 47
Heidelberg (strain
SL476)
Salmonella
293 . MKKFRWVVLG IVVVVCLLLW AQVFNIMCDQ
entﬁrlca subsp. AOA1J7KM92 DVQFFSGICA INKFIPW 47
outenae
Salmonella
294 | enterica subsp. MKKFRWVVLG IVVVVCLLLW AQVFNIMCDQ
enterica serovar AUABRENDES DVQFFSGICA INKFIPW o
newport
Salmonella
295 . MKKFRWVVLG IVVVVCLLLW AQVFNIMCDQ
newport (strain B4SV80 DVQFFSGICA INKFIPW 47
SL254)
Salmonella
enterica subsp.
296 . MKKFRWVVLG IVVVVCLLLW AQVFENIMCDQ
enterlca_ serovar B5BHB6 DVQFFSGICA INKFIPW 47
paratyphi A (strain
AKU_12601)
Salmonella
297 | paratyphi A (strain Q5PNK5 MKKFRWVVLG IVVVVCLLLW AQVFNIMCDQ 47
ATCC 9150/ DVQFFSGICA INKFIPW
SARB42)
Salmonella
298 | paratyphi B (strain AIMVE9 MKKFRWVVLG IVVVVCLLLW AQVFNIMCDQ 47
ATCC BAA-1250/ DVQFFSGICA INKFIPW
SPB7)
Salmonella
299 : . MKKFRWVVLG IVVVVCLLLW AQVFNIMCDQ
paratyphi C (strain C0Q2z5 47
RKS4594) DVQFFSGICA INKFIPW
Salmonella
enterica subsp.
300 . MKKFRWVVLG IVVVVCLLLW AQVFENIMCDQ
enterica serovar B4TY09 DVQFFSGICA INKFIPW 47
schwarzengrund
(strain CVM19633)
301 Salmonella sp. MKKFRWVILI IVALVCLLLW AQVFNIMCDQ
HwmsC13Bog | AOATF2JBNT DVQFFNGICA INKFIPW a7
Salmonella
302 | enterica subsp. Q8XG71 MKKFRWVVLG IVVVVCLLLW AQVFNIMCDQ 47
enterica serovar DVQFFSGICA INKFIPW
typhi
Salmonella
303 | enterica subsp. MKKFRWVVLG IVVVVCLLLW AQVFNIMCDQ
enterica serovar | AOA0JOVVZE DVQFFSGICA INKFIPW a7
typhimurium
Salmonella
304 typhimurium D0ZK39 MKKFRWVVLG IVVVVCLLLW AQVFNIMCDQ 47
(strain 14028s / DVQFFSGICA INKFIPW
SGSC 2262)
Salmonella
305 N MKKFRWVVLG IVVVVCLLLW AQVFNIMCDQ
typhimurium E8X999 DVQFFSGICA INKFIPW a7
(strain 4/74)
Salmonella
typhimurium
306 | (strainLT2/ Q7CcQD5 MKKFRWVS’&SF'\F/\S%\I/CCALIL&VFQ%\YFN'MCDQ 47
SGSC1412/
ATCC 700720)
Salmonella
307 typhimurium AOAOH3NDR4 MKKFRWVVLG IVVVVCLLLW AQVFNIMCDQ 47

(strain SL1344)

DVQFFSGICA INKFIPW




308 . ) MKKFRWVVLV VVVLACLLLW AQVFNMMCDQ
Shigella boydii AOA1Q8MEGO 2 DVQFFSGICA INQFIPW 47
309 | Shigella boydii IGE5W5 . MKKFRWVVLV VVVLACLLLW AQVFNMMCDQ 47
4444-74 DVQFFSGICA INQFIPW
310 | Shigella boydii — . MKKFRWVVLV VVVLACLLLW AQVFNMMCDQ /e
5216-82 DVQFFSGICA INQFIPW
311 | Shigella boydii 16DGX5 . MKKFRWVVLV VVVLACLLLW AQVFNMMCDQ 47
965-58 DVQFFSGICA INQFIPW
312 | Shigella boydii T . MKKFRWVVLV VVVLACLLLW AQVFNMMCDQ .
ATCC 9905 DVQFFSGICA INQFIPW
Shigella boydii
313 | serotype 18 (strain B2U467 . MKKFRWVVLV VVVLACLLLW AQVFNMMCDQ 47
CDC 3083-94 / DVQFFSGICA INQFIPW
BS512)
314 Sesrgig;"ea 4b8{?ai\iin SRR 9 MKKFRWVVLV VVVLACLLLW AQVFNMMCDQ 47
Sb297) DVQFFSGICA INQFIPW
315 Shigella MKKFRWVVLV VVVLACLLLW AQVFNMMCDQ
dysenteriae | AOATQBNRP2 DVQFFSGICA INQFIPW a7
316 Shigella G MKKFRWVVLV VVVLACLLLW AQVFNMMCDQ /e
dysenteriae 1012 DVQFFSGICA INQFIPW
317 Shigella E2XFQQ MKKFRWVVLV VVVLACLLLW AQVFNMMCDQ 47
dysenteriae 1617 DVQFFSGICA INQFIPW
Shigella
318 ) MKKFRWVVLV VVVLACLLLW AQVFNMMCDQ
dysente7réae 225 I6FV90 DVQFFSGICA INQFIPW 47
319 Shigella MKKFRWVVLY VWVLACLLLW AQVFNMMCDQ
dysenteriae CDC E7SEJS DVQFFSGICA INQFIPW 47
74-1112
Shigella
320 |  dysenteriae G MKKFRWVVLV VVVLACLLLW AQVFNMMCDQ /e
serotype 1 (strain DVQFFSGICA INQFIPW
Sd197)
321 q Ssgir?g:?a . AOAOSONXO3 . MKKFRWVVLV VVVLACLLLW AQVFNMMCDQ 47
y DVQFFSGICA INQFIPW
WRSd3
322 . . MKKFRWVVLV VVVLACLLLW AQVFNMMCDQ
Shigella flexneri P64514 2 DVQFFSGICA INQFIPW 47
323 . . MKKFRWVVLV VVVLACLLLW AQVFNMMCDQ
Shigella flexneri AOATW2MJ79 2 DVQFFSGICA INQFIPW 47
324 | Shigella flexneri GG . MKKFRWVVLV VVVLACLLLW AQVFNMMCDQ .
1235-66 DVQFFSGICA INQFIPW
325 | Shigella flexneri KOX9Q9 . MKKFRWVVLV VVVLACLLLW AQVFNMMCDQ 47
1485-80 DVQFFSGICA INQFIPW
326 | Shigella flexneri — . MKKFRWVVLV VVVLACLLLW AQVFNMMCDQ /e
2850-71 DVQFFSGICA INQFIPW
327 | Shigella flexneri MKKFRWVVLV VVVLACLLLW AQVFNMMCDQ
2a str. 301 AOA226K9I66 2 DVQFFSGICA INQFIPW a7
328 | oy . MKKFRWVVLV VVVLACLLLW AQVFNMMCDQ
Shigella flexneri 4c | A0A127GKV5 2 DVQFFSGICA INQFIPW 47
329 | Shigella flexneri MKKFRWVVLV VVVLACLLLW AQVFNMMCDQ
5a str. MgoT | AOAOFBMCX8 2 DVQFFSGICA INQFIPW a7
330 | Shigella flexneri K- | 100 . MKKFRWVVLV VVVLACLLLW AQVFNMMCDQ .
227 DVQFFSGICA INQFIPW
331 | Shigella flexneri K- I6CV8a . MKKFRWVVLV VVVLACLLLW AQVFNMMCDQ 47
315 DVQFFSGICA INQFIPW




Shigella flexneri

332 ; MKKFRWVVLV VVVLACLLLW AQVFNMMCDQ
serotype 5b (strain Q0T519 DVQFFSGICA INQFIPW 47
8401)
Shigella flexneri
333 . MKKFRWVVLV VVVLACLLLW AQVFNMMCDQ
serotype X (strain D2AEJ6 DVQFFSGICA INQFIPW 47
2002017)
334 | Shigella flexneri F5EN2I2 MKKFRWVVLV VVVLACLLLW AQVFNMMCDQ 47
VA-6 DVQFFSGICA INQFIPW
335 . . MKKFRWVVLV VVVLACLLLW AQVFNMMCDQ
Shigella sonnei AO0A1S9JSK5 DVQFFSGICA INQFIPW 47
336 Shigella sonnei Q372G6 MKKFRWVVLV VVVLACLLLW AQVFNMMCDQ 47
(strain Ss046) DVQFFSGICA INQFIPW
337 Shigella sp. MKKFRWVVLV VVVLACLLLW AQVFNMMCDQ
FC2928 AOATE2VFNS DVQFFSGICA INQFIPW 47
338 Shigella sp. MKKFRWVALVY VVVLACLLLW AQVFNMMCDQ
FC569 AUEENTR DVQFFSGICA INQFIPW 7
339 | Shigella sp. PAMC MKKFRWVVLV VVVLACLLLW AQVFNMMCDQ
28760 AOAT42H3S0 DVQFFSGICA INQFIPW 47
Trabulsiella
340 . MKKYRWVILA VILLLCVLLW TQTINVMCDQ
guamensis ATCC | AOAO085ARLA1 DVQFFSGICT INKFIPW 47
49490
341 Trabulsiella MKKYRWVILT VILLLCVLLW TQTINVMCDQ
odontotermitis AOAOLOGYS9 DVQFFSGICT INKFIPW a7
342 uncultured MKKIRWVVLI VVVLVCILMW AQVFNIMCDQ
Citrobacter sp. | /‘0A212IN55 DVQFFSGICA INKFIPW e
343 Yersinia MNIKKLVATV GIIAVCCLFY LLALDSYCDQ
enterocolitica | AOATWOF9C3 GGTFSTGICA ITSIPW a7
Yersinia
enterocolitica
344 subsp. palearf;tlca MNIKKLVATV GIIAVCCLFY LLALDSYCDQ
serotype O:3 AOAOH3NZR3 GGTFSTGMCT ITSIPW 47
(strain DSM 13030
/ CIP 106945 /
Y11)
Yersinia
345 e MLNKVPDLNI KKLVATVGII AVCCLFYLLA
enterocolitica FaMz75 LDSYCDQGGT FSTGICTITS IIPW a7
W22703
346 Yersinia MNIKKLVATYV ILIAVCCLFY LLALDSYCDQ
entomophaga | AOA210TKNO GGNFSNGICS ITAIVPW 7
347 Yersinia MNIKKLVATV GIIAVCCLFY LLALDSYCDQ
frederiksenii AOA200AFG9 GGTFSTGICT ITSIIPW a7
348 Yersinia MNIKKLVTAYV GIIAVCCLFY LLALDSYCDQ
intermedia AIRZEEARE GGTFSTGICA ITSIIPW o
349 Yersinia MNIKKLVAAYV VIIAVCCLFY LLALDSYCDQ
kristensenii AOAZ09A3E7 GGTFSMGICT ITSIIPW a7
350 Yersinia pestis AOA208S5N8 MNITKLVTTV VIIAACCLFY LLALDSYCDQ 47

subsp. microtus

GGTFSTGICA ITTIVPW
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