Highly efficient multiplex human T cell
engineering without double-strand
breaks using Cas9 base editors

Appendix | - Tile Plots of Next Generation Sequencing



1. APDCD1 Ex.1 SD + BE3 unconc. mRNA 1.5 pg
C10Co9 GgCysCsGs5AsC3C2Cq Cy Ab C3 C4 Ts As Cr Cg Ty Agg Ay Giz Atz Ay Cis Cig Az Tyg Cig Cop T2y Gz G

04 99 01 01 o1 04 18 05 |985] 93 658 01“
02 06 06 14 [4230678] 00 17 36 05

03 0 01 01[01 02 0 04 04 0 64 122 04 0 02-02 0.1 07 01 0

0 0 01 01|02 01 31 63 0 234 0 01 0 0 01 01 0 -0.2 0.1

Indel

-0 >

2. B PDCD1 Ex.1 SD + BE3 unconc. mRNA 1.5 ug
C19Co9GgCysCsGs5 A 4C3C2Cq Cy A C3 C4 Ts As Cr Cg Ty Agg Ay Giz Atz Ay Cis Cig Az Tyg Cig Cop T21 Gz G

o ASIBE] o

03 23 01 14 06 06 05

o o [888] o1 o1 o 0 0 o0
0 0 0 0 0 01 01 o-o‘z 0.1

Indel

40>

3. C PDCD1 Ex.1 SD + BE3 unconc. mRNA 1.5 ug
C19C9GgCr7CsGs5As4C3CCq Ci A C3 C4 Ts As Cr Cg Ty Agg Ay Giz Atz Ay Cis Cis Az Tyg Cig Cop T2y G G

0o o0 03897 o 4 22 05 [898] 121 7.3 0.1 |996N0A7 0 |9891895] 0.1 o0

04 06 08 04 22 01 1 04
0 o 56 14 02 o o1[@8o1 01 0o o
0.4 202 0 0 0 0 0 02 0

Indel

0>

4. APDCD1 Ex.1 SD + BE4 unconc. mRNA 1.5 ug
C19C9GgCs7CsGs5A4C3C2Cq Ci A C3 C4 Ts As Cr Cg Tg Agg Ay Giz A1z Ay Cis Cis Az Tyg Cig Coo T2y G2 Gz

07 1.707 17 47 04 12 08

05 04 0 29 102 04 01 01-02 0.2 02 07 0 0
0 92 19.3[686] 0.1 [G0N4EENSER] o o o1 01 o o1 o1 o [G88l o5 o1

Indel

O 0>

5. B PDCD1 Ex.1 SD + BE4 unconc. mRNA 1.5 ug
C19Co9GgCs7CsGs5As4C3CCq Cy A C3 C4 Ts As Cr Cg Ty Agg Ay Giz Atz Ay Cis Cig Az Tyg Cig Cop T2y Gz G

02 B9 49 47 0.1
06 04 21 01 13 06 04 05

05 08 27.7
0 o0 01 0 01 0|0 01 01 04 01 01 27 83 02 0 01-01 0.1 0

04 01 0 0 01 01 01|01 o 10 209688 o.1 [CHFNEAENGSE] o.1 0 0 01 01 0 -044

Indel

0>

6. C PDCD1 Ex.1 SD + BE4 unconc. mRNA 1.5 ug
C19C9GgCs7CsGs5A4C3C2Cq Cy A C3 C4 Ts As Cr Cg Tg Agg Ay Giz Atz Ay Cis Cis Az Tyg Cig Cop T2y Goo Gz

0 04887 01 0 o0 03 15 03]998] 7.1 59 0 |S970986] o [99N995|
0.2

05 06 06 02 13 01 09 04
01 0 34 97 02 0 01888l o o o o
0.1 0 0 0 o0 0 o1 0

Indel

0>

7. D PDCD1 Ex.1 SD + Pulse
C19C9GgCr7CsGs5A4C3C2Cq Ci A C3 C4 Ts As Cr Cg Tg Agg Ay Giz A1z Ay Cis Cig Az Tyg Cig Cop T2y G2 G
0

" T o oo [N o [N o o JHl o
03 o2 [G9BNE88] 03 03 22 01 12 04 04 04

o 0o o

0o 0 o

0o 04 0 o 0 0o 0 01 01 o o1[@Blot o o o 0o 01 0 o0
8. APDCD1 Ex.1 SD + Pulse

0 o o o8 o o1 o[B8l 0o o o o o o o o [5B o o
C0Cq9 GgCy7CsGs5A4C3CCq Ci A C3 C4 Ts As Cr Cg Ty Agg Ay Giz Az Ay Cis Cig Az Tig Cig Cop T2y Gz G

0-000 o o o [ o o o [ESANSEA o [SEENSSA| o o 8 o
02 o2 [HOONNGON 04 03 18 01 11 06 03 03

o-oo-o o o o o o o1 o 0188 o o o o o 01 0 o0
0 00 0o 897 o o o B o o o o o o o o 88 o o

Indel

0

4O 0>

Indel

O 0>




9. APDCD1 Ex.2 SA + BE3 unconc. mRNA 1.5 ug

-0 >

G19Co9Cs T7G6Ts Cyq T3 Gy Gy G G Ay Gy Ts Cs T7 Gg Ag Gy Ay Giz Az Tig Gis Gig Az Gig Agg Gy Az G Gz

01 0 0 01 01 01 02 02 0 0|0 o168 0 01 25 0 0 0 o1 0
o [G880E88] 04 o os |88 os 29 o 05 648 04 02 34 01 1. 3 02 0 01 16 01 22
3 05 18 13 57 186 1.8 23 [698] 46 [888) 24 1.5 [SOIGNGOT 3.2 |68 1.9

25

01 0 14 03 01 01 01 0 02 01 01 02 02 02

10. B PDCD1 Ex.2 SA + BE3 unconc. mRNA 1.5 ug

G19Co9Cps T7G6Ts Cyq T3 GGy G G Ay Gy Ts Cg Tz Gg Ag Gy Ay Giz Az Tig Gis Gis A1z Gig Agg Gy Az G G

-01 02 42 0 o1
0.3 [B28] 03 o1

1 22 212 09
0.1 0.1 22.2 0.1

11. C PDCD1 Ex.2 SA + BE3 unconc. mRNA 1.5 ug

G19Co9gCpg T7G6Ts Cyqy T3 GGy G G Ay Gy Ts Cs Tz Gg Ag Gy Ay Giz Az Tig Gis Gis A1z Gig Agg Gy Az G Gz

02 02978 0 02 38 0 0
13 0 04 [B8B] 03 o

1.1 25 [19.5 1
0 0 20.2 0.1

01 01 01 O

0.1
0

0.1
0

0.1
0

0 06 0
06 548 o3

14 1 07

12. APDCD1 Ex.2 SA + BE4 unconc. mRNA 1.5 ug

O 0>

G19CygCs Ty G Ts Cyqy T3 GGy G G A3 Gy Ts Cs Ty Gg Ag Gig Ajg Giz Az T

01 0588 0 01 29 0 o1
0.1 41 o o5 Bl o4 o

22 6.2 167 1.7
02 01 01 O 27.4 0.2

4 Gi15 Gis A7 Gig Atg Gz Az Gy G

01 01 0 0 0 02 1 0

0.1 [G87888] 04 o o5 [B8E o5
10 12 |88 32 12 16
0.1

0.1
0

0.1
0.1

13. B PDCD1 Ex.2 SA + BE4 unconc. mRNA 1.5 ug

G19Co9Cps T7G6Ts Cyq T3 Gy Gy G G Ay Gy Ts Cs Tz Gg Ag Gy Ay Giz Az Tig Gis Gis A1z Gig Agg Gy Az G Gz

-01 01 32 0 02
04-02

0.8 2 151
0 0 28.4 0

14. C PDCD1 Ex.2 SA + BE4 unconc. mRNA 1.5 ug

G19Co9Cps T7 G Ts Cy T3 GGy G G Ay Gy Ts Cg Tz Gg Ag Gy Ay Gi2 Az Tig Gis Gig A1z Gig Agg Gy Az G Gz

02 04 |74 01 02 29 0 0
14 0 03 574 02 o1

1.1 26 131 1
02 01 01 O 26.6 0

0 01 01 0 01 O 1 01 01 02

05-19 13 1.4

15. D PDCD1 Ex.2 SA + Pulse

4O 0>

G19Co9Cpg T7 G Ts Cyq T3 GGy G G Ay Gy Ts Cs Tz Gg Ag Gy Ay Gi2 Az Tig Gis Gig A1z Gig Agg Gy Az G Gz

01 0 0 0 01

0 o o
o [S98NEE8] 03 o os [HOOY 03

o1 o 03688 1+ o os
0.1

16. APDCD1 Ex.2 SA + Pulse

G19CygCs Ty G Ts Cy T3G2Gyq G G A3 Gy Ts Cs Tr Gg Ag Gig A1y Giz Az Tis Gis Gig A1z Gig Agg Gz Az Gz Gas

13 0 0 0 0 0 0 0 of 0o o888 0 0 o0 o0 o

o [688G0] o3 o o6 G 04 o oo o 07 o 04[E88 03 o o
04 [888] 1.1 o o9 0.6 [688] 21 o1 1[G o8
0 0o o

0 0 01 0o o1 0 o189l o 0o o0 o o2




17. APDCD1 Ex.3 SA + BE3 unconc. mRNA 1.5 ug
AypCyog Tg T7CsT5G4C3C,Cq Ty T, C3 Ty C Tg C; Tg Gy Gio Ayy Az Giz Gig Gis Cig A1z Cig Agg Ay Ay G G

01 03 0 0 05 02 0

0.7
5.1 |67 2 17-12 0.1

58 11 6 34 22 24
02 04

-0 >

18. B PDCD1 Ex.3 SA + BE3 unconc. mRNA 1.5 ug
AypCyog Tg T7C6T5G4C3C,Cq Ty T, C3 Ty C Tg C; Tg Gy Gio Ayy Agp Giz Gig Gis Cig Atz Cig Agg Ay Ay G G

0.5

19. C PDCD1 Ex.3 SA + BE3 unconc. mRNA 1.5 ug
AqypCqog Tg T7C6T5G4C3C,Cq Ty T C3 Ty C5 Te C; Tg Gy Gio Aty Agp Gi3 Gis Gis Cig A1z Cig Agg Ay A G Gz

0 01 01 01 01 0 |01

01-02 01-02 0.1 0.3

0o 01 01 01 0.1

20. APDCD1 Ex.3 SA + BE4 unconc. mRNA 1.5 ug
AqpCg Tg T7C6Ts G4 C3C,Cq Ty T, C3 Ty C5 Tg

02 14 01 0.1

27 18 B8l 14 o4

45 12 22

03 01 0 |03 0 05 01 1 0

02 o2 [l o1 B8] o2

0

0>

21. B PDCD1 Ex.3 SA + BE4 unconc. mRNA 1.5 ug

AypCyog Tg T7C6T5G4C3C,Cq Ty To C3 Ty C5 Tg C; Tg Gy Gio Aty Agp Gy3 Gig Gis Cig A1z Cig Agg Ay Ay G Gz

0>

22. C PDCD1 Ex.3 SA + BE4 unconc. mRNA 1.5 ug
AqpCg Tg T7C6Ts G4 C3C,Cq Ty T, C3 T4 C5 Tg

A 02 0 01 2 01 0 0 02 01 18 01
c |o1 [G88 02 o.1 88 o

G 0 0 01 0

T

23. D PDCD1 Ex.3 SA + Pulse
AqpCyo Tg T7CsT5G4C3C,Cq Ty T C3 Ty C5 Te C; Tg Gg Gio Arg Agp Gi3 Gig Gis Cig A1z Cig Agg Ay Az G Gz

0 -02 01-02

0 0 o-o

4O 0>

24. A PDCD1 Ex.3 SA + Pulse
ApCo Tg T7C6Tss G4 C3C,Cq Ty T, C3 Ty

0

0 -oz 01-02
01-0

O 0>




25. APDCD1 Ex.3 SD + BE3 unconc. mRNA 1.5 ug
G.190G9 Gg C7 T Gs Gy G3 Ap Ty Gy Ay C3 Gy Ts Tg A7 Cg Cg Tyo Ciy Giz Tz Gig Cis Gig Gi7 Cig Cr9 Co G21 Gz Gos

Indel
01 0 03 oo 0 o1
3 0 0 0 01 0[O0 19 07 - 0 04 0
26 03 17 03 0.1 05 02 0.4
0 0 0 01 0 0 03 0 0 34 07 - 02 05 0 0

26. B PDCD1 Ex.3 SD + BE3 unconc. mRNA 1.5 ug
G.190G9 Gg C7 T G5 Gy Gz Ay Ty G Ay C3 Gy Ts Tg A7 Cg Cg Tyo Ciy Giz Tz Gig Cis Gig Gi7 Cig Cr9 Co G21 Gzz Gos

Indel
0 o0 01994 oo 01 24 02 0 02 0 0 0 01 0 0
0 0 0 02 0]o0 3.1 1.1 1 0. 0o 0

3

03 23 02 04 03 14 04 22 ] :
0 0 0.1 0 0 05 01 0 62 17 |68 os 04 01 0 0

27. C PDCD1 Ex.3 SD + BE3 unconc. mRNA 1.5 ug
G190G9 GgC7 T G5 Gy Gz Ay Ty Gt Ap C3 Gy Ts Tg A7 Cg Cg Tyo Ci1 Giz Tz Gig Cis Gig Giz Cig Cr9 Co G21 Gaz Gos

0 o0 o194 oo o 0 o0 o 22 04 0 02 0 0 0 01 0 0
34 0 02 01 31 1.4 01 688 o o
1

1 0 0 0 02 02
6.3 04 22 107 03 02 02 09 04 23 3 1 [FGONNGON 0.1
0 0 0 01 0 06 0.1 0 64 14 |88 06 0 0 0 01 0 0

28. APDCD1 Ex.3 SD + BE4 unconc. mRNA 1.5 ug
G190G9 GgC7 T G5 Gy Gz Ax Ty G Ay C3 Gy Ts Tg A7 Cg Cg Tyo Ci1 Giz Tz Gig Cis Gig Giz Cig Cr9 C G21 Gaz Gos

Indel
0 0 02 01 0 01 o1 01698 0o 24 08 o o
0 0 0 0 02 0|01 18 03 01 16 0 - 0o o0
03 33 0.1 04 05 02 0.1 25 05 - 0 !
1 00 0 006 0.1 074 43-13 0 0 0 02 02

18
29. B PDCD1 Ex.3 SD + BE4 unconc. mRNA 1.5 ug
G.190G9 Gg C7 T G5 Gy Gz Ay Ty Gt Ap C3 Gy Ts Tg A7 Cg Cg Tyo Ciy Giz Tz Gig Cis Gig Gi7 Cig Cr9 Co G21 Gzz Gos

Indel
00.02-00.1 19 04 04 0 0 0 0 0 o
0 12 1 0. 0o 0
1 :

02 01
29

03 25 02 03 02 14 25 2.
0 06 02 0o 98 o [G88] 2

30. C PDCD1 Ex.3 SD + BE4 unconc. mRNA 1.5 ug
G190G9g GgC7 T G5 Gy Gz Ay Ty Gt Ap C3 Gy Ts Tg A7 Cg Cg Tyo Ciy Giz Tz Gig Cis Gig Giz Cig Cr9 C G21 Gaz Gos

Indel
0 o oz-o 24 06 04 01 0 0 0 0 ot
0.1 3.4 0 01 01 - 0

0.1 02 01
02 25 09 07 02 03 03 23 29 : -
0 0 06 01 0 93 55 - 27 03 01 0 0

31. APDCD1 Ex.4 SA + BE3 unconc. mRNA 1.5 ug
T4 Co9Cs Ty Ag Ts Ty G3 T2 Cy Cy Co T3 Gy Cs As G7 Ag Gy Agg A1y Az Ci3 Ags Cis Aig Ci7 Tig Tyg Goo G21 Gz G

-0 >

4O 0>

Indel

0

0>

0>

0>

0>

Indel

0 0 o0 01[H00] 0 ©0 01 01 06/02 0 01 01 16
02 [688IGEN o3 o o o o0 o1 02 0 05 01 17 01 02 06 13

01 0 o o1 o o o 68 o o010 o o1 -11-01 04 03 04 01 01
0.2

34103 04 B9 o 137 0 0 0 0 02 0 02

4O 0>

32. B PDCD1 Ex.4 SA + BE3 unconc. mRNA 1.5 ug
T100CoCg T7 Ag Ts Ty G3 T2 Cyq Cp Co T3 Gy Cs As Gr Ag Gg A Air Az Ciz Ay Cis Atg Ciz Tig Tig G Go1 Gz Gz

02 0 01 21 0 0 0 0 0 0 0 02

01 02 01 0 08 0 02 04 19 658 03 0.1 02 02
02 0 1.5 02-01-01 01 02 0 02 0 02 01 06 0.1

0 98] 01 162 0 0 0 02 0 02 0 01

O 0>




33. C PDCD1 Ex.4 SA + BE3 unconc. mRNA 1.5 ug

T10CoCqg T7 A Ts Ty G3 T2 Cyq Cp Cp Tz Gy Cs As Gy Ag Go A At Az Ciz Ay Cis Atg Ci7 Tig Tio G Go Gz Gas
Indel

0 01 0 o JHOJ 0 0 01 0 08|01 01 0
0

0.5 [S87G0N o.1 01 0 01

01 0 0o 01 0 0 041 0 05| 0 0 0

0 . 9|05 o5 688l o

0
} 5 2. 0.3 [698] 0.1
1.7 0.1 [698] 0.1 [B88] 01 01 03 o0 02 01 02

142 0 0 0 0 0 0 0 04 0 04 02

-0 >

34. APDCD1 Ex.4 SA + BE4 unconc. mRNA 1.5 ug
T Co9Cs Ty Ag Ts Ty G3 To Cy Cy Co T3 Gy Cs As Gy Ag Gy Agg Ay Az Ci3 Ay Cis Aig Cy7 Tig Tyo Gao G21 Gz G

0 o0 o o Ol o o o o 71]o0
0 0 0

Indel

35. B PDCD1 Ex.4 SA + BE4 unconc. mRNA 1.5 ug
T Co9Cs Ty Ag Ts Ty G3 To Cy Cy Co T3 Gy Cs As G Ag Gy Agg Ay Az Ci3 Ags Cis Aig Ci7 Tig Ty9 Gao G21 Gz G

0 02 o0 o [HO0) o
04 [6820888] 01 o o

01 01 0 0 0 0
06 0.1

0>

36. C PDCD1 Ex.4 SA + BE4 unconc. mRNA 1.5 ug
T10CoCqg T7 A Ts Ty G3 T2 Cyqy Cp Co Tz Gy Cs As Gr Ag Go A Air Az Ciz Ay Cis Atg Ciz Tig Ti9 G Got Gz Gas

0 0 o0 o010 0 o0 0 o1 11]03

04 [698IG88] 02 o o1 o 0 o1

02 0 o o1 o o1 o [658 o
0.1

Indel

0>

37. D PDCD1 Ex.4 SA + Pulse
T10CoeCs Ty Ag Ts T4 G5 T,

Indel

C, T3 Gy Cs As Gy Ag Gy Agp Ay Az Ci3 Ay Cis Atg Ci7 Tig Tig Gy G21 Gz Ga
0

Ci G
A 0 o o o MOl 0 o o1 0 0o 0 o
C |oa4 [G9BMAGEN 01 o 02 01 o0 01 01 0
G . ofo o o
T . . 0o o o [B88 o

38. APDCD1 Ex.4 SA + Pulse
T40Co Cg Ty Ag Ts T4 G3 T, Cy

C, T3 Gy Cs As G Ag Gg Agp Ay Az Ci3 Ay Cis Atg Ci7 Tig Tig Gy G21 Gz Ga

Cy
0 0 o oMl 0o 0o 0 0 o]0 o0 o1 of
0.4 [HGOMAGEN o1 o o1 01 0 02 01 0
02 0 0 01 0 0 0 o ofo 0o o
0olo o

39. APDCD1 Ex.2 pmSTOP + BE3 unconc. mRNA 1.5 ug
A9 Gog Ag A7 G Gs Ty G3 G2 G4 Gy Gy Gy Gy Ts Tg C; Cg Ag Gig Giy Gyz Ci3 Cig T1s Gig Tiz Cig Tig Gz G21 Gz Gos

0>

Indel

0 01 0 01 01 01]01 01 01 01 01 01 114 190688 0 0 o0 o0 0

0 0 02 0o 0o o]0 o o o 04 o2 BAENEM o5 o o o

12 07 32 04 02 0 0
0 01 03 01 01[01 01 o o7 [68BIGN305 164 0 01 01 0

4O 0>

40. B PDCD1 Ex.2 pmSTOP + BE3 unconc. mRNA 1.5 ug
A9 Gg Ag A7 G Gs Ty G3 G2 G4 G G Gy Gy Ts Tg C; Cg Ag Gig Gig Gyz Ci3 Cyg T1s Gig Tiz Cig Tig Gz G21 Gz Gas

o 01 01 0 01 01)0 01 0 04 O 0 122 25 0 0 0 01 0 0 0 0 02 0

0 o0 03 o2 [4S20Fl o2 o o o [G9ENEEEI] 02 o o4 [G 02
1 o4 [GSENSSE 06 07 37 05 o2 [G90NH60NSS8] 02 o1 o5 14 05 1

O 0>

02 0.1 199 0 0 0 0 0 0.1 1.6




41. C PDCD1 Ex.2 pmSTOP + BE3 unconc. mRNA 1.5 ug

A9 Gg Ag A7 G5 G5 Ty G3 G, Gy Gy G G3 G4 Ts Tg C; Cg Ag Gyg Giy Gyz Cq3 Cys Tys Gig T17 Cig T19 Gz Gy Gz Gas
Indel

0 o o 41 06994 0 0 0 0 0 0 ©0 0 01 0

0 0 o1 Bl o2 o o o 02 0.4 [888] 0.3
1 12 01 04 06 0.1

0_od 17.9 107 0 03

42. APDCD1 Ex.2 pmSTOP + BE4 unconc. mRNA 1.5 ug
A0 Go Ag A7 G Gs Ty G3 G, G4 Gy Gy G3 Gy Ts Tg C; Cg Ag Gig Gig Gyz Ci3 Cig T15 Gig Tiz Cig Tio Gz G21 Gz Gos

Indel
A 01 02 0 0 o0 54 19898 0 0 01 0 0 0 ©0 0 02 0
C |04 0 03 03 0 0 02 05 02 [H7ME#8l o4 o o o 02 o o6 [684] os
G |os3 04 02 24 19 11 27 04 02 o o 08 26 0.1
T 0 0 0o o 0 o2 0 01 01 01 0 0 13

43. B PDCD1 Ex.2 pmSTOP + BE4 unconc. mRNA 1.5 ug
A9 Go Ag A7 G G5 Ty G3 G, G4 G Gy G3 Gy Ts Tg C; Cg Ag Gig Gig Giz Ci3 Cig T15 Gig Tiz Cig Tig Gz G21 Gz Gos

Indel

0 01 83 25884 0 ©0 01 01 0 0 02 0 0

02 o1 [48006E8] 01 o o o 0.2 0.4

2
29 04 01 02 0 02 1 02
282 0 0 0 0 0 1.8

01 01 02 O 0 0 02
0.8 06 02 16
0 0 0 0 0 0.1

0>

44. C PDCD1 Ex.2 pmSTOP + BE4 unconc. mRNA 1.5 ug
A9 Gg Ag A7 G Gs Ty G3 G2 G4 Gy Gy Gy Gy Ts Tg C; Cg Ag Gig Gig Gyz Ci3 Cig Tis Gig Tiz Cig Tig Gz G21 Gz Gos

Indel
23 07998 0 0 0 01 0 0 0o o0 o
01 0 0 02 0.4 [888] 0.2
09 02 04 0.2 06 0.1 05
264 205 0

45. APDCD1 Ex.2 pmSTOP + Cas9 mRNA 1.5 ug
A0 Go Ag A7 G G5 Ty G3 G, G4 Gy Gy G3 Gy Ts Tg C; Cg Ag Gig Gig Gyz Ci3 Cig Ti5 Gig Tiz Cig Tig Gz G21 Gz Gos

A 03 01 02 01 02094 0 12 01 02 01 02 01 03 02 03
C |01 0o 02 01 0 o0 o1 BEeNeEEl 02 0 o0 o5 05 27 09 [688] 03
G oo 0.4 16 02 01 03 03 03 06 13 05 07
T

0.8
0 0 0 0 0 0 42 44 01 01 02 02 18 02

0.9

46. B PDCD1 Ex.2 pmSTOP + Cas9 mRNA 1.5 ug
Ao Gy Ag A7 G G5 Ty G3G, G4 G G G3 Gy Ts Tg C; Cg Ag Gyo Giy Giz Ci3 Cis Tys Gyg Tz Cig T1g Gy Ga1 Go Gz

Indel
0 o o1 04 01 ]992] 04 02 02 03 01 04 01 04 01 01 02|02 02 02
0 0 o1 0.2 04 04 |64 04 03|02 02 o1
1 02 04 05 15 04
0 o0 57 56 01 0. ) 0.1
47. D PDCD1 Ex.2 pmSTOP + Pulse
Ao Gy Ag A7 G G5 Ty G3 G, G4 G G G3 Gy Ts Tg C; Cg Ag Gy Giy Giz Ci3 Cis Tys Gig Tz Cig T1g Gy Ga1 G2 Gz el
nae

0 0 0 041 01 01 01 O 0

03 o1 [G9BNE88] 02 0 o o

02 02 01 0 03 01 0
0 0O 01 0 0 0 01 0

48. D PDCD1 Ex.2 pmSTOP + Pulse
A9 Gg Ag A7 G Gs Ty G3 G2 G4 G G Gy Gy Ts Tg C; Cg Ag Gig Gig Gyz Ci3 Cig T1s Gig Tiz Cig Tig Gz G21 Gz Gas

0 0 0 0 0 0 0 0 0 0 041 0 0 0 0 0 0 0 0 0 0
0.3

o o oo o o o 03 o1 |[G5BNEEE] o1 o o o [GENEEE] 02 o o5
02 02 o o o2 [Ho0NSSENEE8] 01 o 03888 1 o o6

0 0 0 0 0




49. APDCD1 Ex.2 pmSTOP + Pulse

A9 Gg Ag A7 G5 G5 Ty G3 G, Gy Gy G G3 G4 Ts Tg C; Cg Ag Gyg Giy Gyz Cq3 Cys Tys Gig T17 Cig T19 Gz Gy Gz Gas
Indel

A 0 0o o o o887 o o 13 0 0
c 0 0 o1 BEHEEl o2 o o o

G 12 01 0 o1 o o0
T 0o 68 68 0 0 0 0 0 0

50. APDCD1 Ex.2 pmSTOP + Pulse

A-10 G—9 A-B Az G—S G—5 T4 G—3 G—2 G—1 G1 GZ G3 G4 T5 TG C7 08 A9 G10 G11 G12 C13 C14 T15 G16 Ti7 C18 T19 G20 G21 G22 GZS Indel
nae

40>

51. APDCD1 Ex.3 pmSTOP_1 + BE3 unconc. mRNA 1.5 ug

G19Co9gCs A7 G Cs5CyqyG3G,Cq Ci A G3 Ty Ts Cs C; Ag Ag Ay Ciy Ci2 Ciz Tig Gis Gig Tz Gig Gig Too T21 Gz G el
nae

0o 0o o0 39 16 02 01 01 0 0 o0
21 01 03 07 27 35 73 07 0 o0
01 17 |88l 17 27 6 63 14 24 39 03 03 05 7

0o o o2 [J53NGEEI352 148 0 03 06 02 o 03 [63M o1

- ® 0>
o
o
o
N
o
o = b
o w
2o @
o o
o 3@
o 2@ 2
© o o
- N w
o
N
o

52. B PDCD1 Ex.3 pmSTOP_1 + BE3 unconc. mRNA 1.5 ug
G19Co9Cs A7 G Cs5CyqyG3G,Cq Ci A G3 Ty Ts Cs C; Ag Ag Ao Ci1 Ci2 Ci3 Tig Gis Gig Tz Gig Gig Too T21 Gz Gz

01 03 0 0 01
45
0

Indel

0 01 01 23 14 02 02 014 0 0 0 0 0 0 0
24 01 03 07 19 29 64 06 0 0 01 0 0 o1
01 15887 15 25 33 25 12 22 37 03 02 05 7.2 17

0o o o2 [68BNGEI 199 84 01 02 06 02 o1 02 [63B] 02 03

02 02 35 4-

01 02 0 01 02 01 O

40>

54. D PDCD1 Ex.3 pmSTOP_1 + BE3 unconc. mRNA 1.5 ug
G19CgCgsg A7 G Cs5CyG3G,Cq Ci A Gy Ty Ts Cs C; Ag Ag Agg Ciy Ciz2 Ciz Tis Gis Gis Tz Gig Gio Tao Tor Gaz Gos

Indel

A o1 01 o4 06 04 04 01 01 0.1 01 02 0 36 14 1 01 0 0 01 01 01 0 0 0
c o2 66 08 06 0.2 8 06 04 31 04 04 08 0 0 02 0 0 o1
G 0 0 o4 0 o0 0 04 - 25 04 39 43 01 01 02 01 0 0 1

T

02 0 01 07 04 01 01 04 02 0.1

0 02 06 [G6NG0MI314 142 01 0 01 01 01 01-

55. APDCD1 Ex.3 pmSTOP_1 + BE4 unconc. mRNA 1.5 ug
G149CgCsg A7 GgCs5CyqG3G,Cq Ci A Gy Ty Ts Cs C; Ag Ag Agg Ciy Ciz Ciz Tis Gis Gis Tz Gig Gio Tao To1 Gz Gos

Indel

A 0 01 05 0 01 03 01 0 01 0 0 0 25 11 01 02 01 0 0 01 0 0 0 o0
c 06 55 06 02 02 22 01 04 14 26 36 73 07 0 01 01 0 0 02
G 02 02 39 02 04 19 16 28 43 41 15 32 45 03 03 06 68 15

T 02 0 0 01 01 0 01 01 o2 WGENIGENI 287 144 01 03 11 03 01 o2 [§38) 02 04

56. B PDCD1 Ex.3 pmSTOP_1 + BE4 unconc. mRNA 1.5 ug
G4pCg9 Cg A7 G5 Cs5 Cy G3G,Cq Ci A G T4 Ts Cg C; Ag Ag Agg Cyy Ci2 Ciz3 Tis Gys Gig Ti7 Gig Gig Too T21 Gz Gas

0.1 03 01 0.1
47 06 02 0

Indel

0.1 0 0 0 16 09 01 03 01 0 0 0 0 0 0 0
26 01 03 038 17 31 6 06 0 01 02 0 0 02

04 15 887l 17 25 35 22 12 23 36 02 02 06 74 16

001 o2 [J68NGEI 207 11.2 01 02 06 01 o1 o2 [63B] 02 03

03 02 35 1 03 [S5NGSEI o.1

0.1 01 0 0 02 01 0

4O 0>

58. D PDCD1 Ex.3 pmSTOP_1 + BE4 unconc. mRNA 1.5 ug

G14CgCs A7 GgCs5CyqG3G2Cq Ci A G Ty Ts Cs C; Ag Ag Agg Ciy Ciza Ci3 Tis Gis Gig Tz Gig Grg Tao Tar Gz Gas
Indel

A 0 01 0 04 01 0 01 01 0.1 04 01 01 23 09 08 04 0 0 01 0 0 0 0
c o1 6 0.7 [G9BNGEEI 04 0.1 78 0 04 01 28 02 03 06 01 0 02 0 0 o
G o o o468 o o [552NEEE o 04 [B9B] 24 04 28 33 01 01 02 01 o o o7 [G80NGSH] o.s [S5ENETE] o6
T |o1_0 o 07 03 01 01 03 02 01]| 0 02 o4 [G7NNGEBI337 198 01 0 0 04 01 01 - 105 I3l 06 03




59. D PDCD1 Ex.3 pmSTOP_1 + Pulse
G9Cqo Cg Ay G Cs5CyG3G,Cq Ci A G Ty Ts Cs C; Ag Ag Agg Ciy Ciz Ciz Tis Gis Gis Tiz Gig Gio Too T2 Gz Gos

Indel
A 0 02 04 0 01 01 02 01 01 01 0 0 0
c 05 54 07 21 29 69 07 0 0
G 02 02 36 0.1 01 13 24 4 02 02 06 73
T 01 01 0 01 01 01 01 0 o1 02 o7 o o o2 |5l o2

60. APDCD1 Ex.3 pmSTOP_1 + Pulse

G49Cqo Cg A7 G Cs5CyG3G,Cq Cy A G Ty Ts Cs C; Ag Ag Agg Ciy Ciz Ciz Tis Gis Gis Tiz Gig Gro Tao To1 Gzz Gos el
nae

0 02 05 01 01 05 01 0

0.5 52 08 0.2 0.1
03 03 36 02 04

02 0 0O 01 01 0 0

01 0 01 02 03 01 02 02 0 0 0
24 01 03 1 21 31 74 08 01 0
18 B8 17 33 0 01 18 33 4 03 04 06 76

o 02 JG8NGER] o o o1 02 07 01 o o2 B8l o2 o4

40>

61. APDCD1 Ex.3 pmSTOP_2 + BE3 unconc. mRNA 1.5 ug

Aq Ty Gg A7 Cs G5 G4C3Chr Ay G G Ay C4 Cs Cs Ay Gg Ag Cio Tyg Agp Gy3 Cis Ags Gig Ci7 Ag Cqg Cy Az Gpp Gz el
nae

A 01 04 0 o1 104 4 2 0
c 0 o 0 1.1 06 0
G 06 04 38 39 02698 02 02 06 o2
T 0o 09 209 0 0

62. B PDCD1 Ex.3 pmSTOP_2 + BE3 unconc. mRNA 1.5 ug
ATy Gg A7 Cs G5 G4C3CprAq G G Ay C4 Cs Cs A7 Gg Ag Cio Tyg Agp Gy3 Cis Ass Gig Ci7 Ag Cqg Cy Az Gz Gz

01 o |958] 02 01 02 01 15 o o -3.9 24 19 0.1 04 04 - 0o 03 - 01 08
02 o 3 [B8@ o o 60 0 08 19 [B88 o1 o6
14 0.1 |GGG o.1 ! 06 02 12 1.1 03-03 0.3 14 05

3.4
0 48 168 108 01 0 0

Indel

40>

63. C PDCD1 Ex.3 pmSTOP_2 + BE3 unconc. mRNA 1.5 ug
Ao To Gg A7 Cs G5 Gy C3 Cy Ay G Gy A3 C4 Cs Cs A7 Gg Ag Cyo Tyy Az Gyz Cig Ags Gig Ci7 Atg Cr9 Co Az Gzo Gos

03 041|978 06 0 0.1 01 04 106 52 23 0.3 08 06 [982) 01 16 - 01 27
0 01 09 1 01 o8 |68 02 12 o4 0.1
04 02 0.3

03 01 18 0 o
07 05 33 33 04 [688] 03 02 22 05

29 06 03 0 02 02
0 01 01 01 01 01 0 01 01 01 10436246 01 02 01 06 G 01 0.1 0. 0.1

Indel

-0 >

64. APDCD1 Ex.3 pmSTOP_2 + BE4 unconc. mRNA 1.5 ug
AqTg Gg A7 C5 G5 G4C3ChrAq G G Ay C4 Cs Cs A7 Gg Ag Cio Tyg Agp Gy3 Cis Ags Gig Ci7 Ag Cqg Cy Az G Gz

o588 0 o 02 02 o 0o o |978] 18 14 05]99M] o |984] o o [888l o o 998 o
o 16 [JESNNEEANEEE] 00 o 16 SO o o.9ﬁ-o.5 0

09 o 18 02 o [HEOl o o o7 o2 0 o 0
0 92 103 74 0o o o 0988l o 0o o o o o

Indel

0>

65. B PDCD1 Ex.3 pmSTOP_2 + BE4 unconc. mRNA 1.5 ug
Ao To9 Gg A7 Cs G5 Gy C3Cyr Ay G G A3 C4 Cs Cs Ar Gg Ag Cyo Tyy Az Gyz Cig Ags Gig Ci7 Atg Cr9 Co Az Goo Gos

01 o 988 0.1 01 o 01 02 98N 58 24 12 0 0 -01 02- 0
0

07 02 3.1 |89 0.2 0 01 14 08 19-02 0.4
1 0 05 02 18 13 01-03 0.2 11 04

0 0 0 74 208 149 O 0 0 0.3

0 04 O 0 0 0 0

Indel

4O 0>

66. C PDCD1 Ex.3 pmSTOP_2 + BE4 unconc. mRNA 1.5 ug
Ao Ty Gg A7 Cs G5 G4 C3Cyr Ay G G A3 Cy Cs Cg A7 Gg Ag Cyo Ty1 Az Giz Cig Ags Gig Ci7 Atg Cr9 C Az Gz Gas

02 029806 0 0 01 11 02 |982) 84 32 14 0.2 0.8 05 |986) 01 1.6 [988) 02 26 |988) 0.4 07
03 01 18 B8l o o [SSENGEF o5 0.9 09 o1 o8 88N o2 1 o1 [678] oo o1 [NEFH 11
2.9 - 05 03 [G96N888] o o2 o2 07 04 2 17 04 [698] 03 03 19 o4 [B8F 04 o2 [BIF 03 01

0 01 0 01 01 01 0 02 14 (348 274 o 02 o1 o9 @8l o1 01 01 0 01 01 0

Indel

O 0>




67. D PDCD1 Ex.3 pmSTOP_2 + Pulse
Ao T Gg A7 Cs G5 G4 C3 Cy Ay G Gy A3 C4 Cs Cs Ar Gg Ag Cyo Tyy Az Giz Cig Ags Gig Ci7 Atg Cro Co Az Gz Gos

A 01 0 0 -01 02 0 - 0 o2 |88 01

c 0 o0 14_06 18 10
G 0 03

T 0o 0o 0o 0 o0 o0 o 0o 0 01 0 0 0 0

68. APDCD1 Ex.3 pmSTOP_2 + Pulse
Aq Ty Gg A7 Cs G5 G4C3Cr Ay G Gy Ay C4 Cs Cs A; Gg Ag Cio Tyg Agp Gyz Cis Ags Gig Ci7 Ag Cqg Cyp Az Gpp Gz

Indel
A B2 o o-o o-o 11-0 : o o] o
C [11 o o 68 0 34_23 0 o0
G 0 68 0 14 1.1 0
T 0 0 0 0 0 0 0 0 0 0 0 o 0 o-o 0 0

69. A TRAC Ex.1 SD + BE3 unconc. mRNA 1.5 ug
CioAg Ag A7 G6Cs5 T4 G3C,Cyq Cy To T3 Ap C5 Cg T7 Gg Gy Gio Ci1 Ti2 Gz Gis Gis Gig A1z Asg Gro Ay Az Gz Gy

0 0.1
0.1

0 -02 02 0104

01 1289155 18 01 01 01 0 0 ©0 0 01 01
02 01 01 29 318 0.1
0 0 28 97 0

0>

70. B TRAC Ex.1 SD + BE3 unconc. mRNA 1.5 ug
CioAg Ag A7 G Cs T4 G3C,Cy C T, T3 Ay C5 Cs T; Gg Gy Gig Cyy Tiz Giz Gis Gis Gis A1z Ag Gig Az Az Gz G

0 0.1
0 0
0.1

0.1 [5881 o

01 148981158 131 0 0 01 01 0 O ©0 0 0 02

02 01 01 152 185 0.1 0.1
0
1 0 0 0 0

0 0 33 12 0

40>

71. C TRAC Ex.1 SD + BE3 unconc. mRNA 1.5 ug
CioAg Ag A7 G6Cs5 T4 G3C,Cyq Cy To T3 Ay C5 Cg Ty Gg Gy Gio Cy1 Ti2 Gz Gis Gis Gig A1z Asg Gro Ay Az Gz Gy

01 0 0 0 0
0 0.1
1 0 0 0 0

0.8 121 107 0 01 0 0
0.1 0.1 0.2
24 68 0

-0 >

72. D TRAC Ex.1 SD + BE3 unconc. mRNA 1.5 ug
CioAg Ag A7 G Cs T4 G3C,2Cy C T, T3 Ay Cs Cs T; Gg Gy Gig Cyy Tiz Giz Gis Gis Gis A1z Aig Gig Az Az Gz G

0.8 898 156 135 01 0 0 01
01 0 o 0 o
0 0.1
1 o 0 0 o0

01 0.1 267 306 0.1
0 0 33 94 0

0>

73. ATRAC Ex.1 SD + BE4 unconc. mRNA 1.5 ug
CioAg Ag A7 G6Cs5 T4 G3C,Cyq Cy To T3 Ay C5 Cg T7 Gg Gy Gio Ci1 Ti2 Gz Gis Gis Gig A1z Asg Grg A Az Gz Gy

0 0.1
01 0

01-01 01 0101

01 05898159 58 0 0 0 0 0 O 01 0 0 01

01 0 01 205 21 041 01 0 0 041
0 0
2 0 0 0 0 0.1

0 0 15 53 0

4O 0>

74. B TRAC Ex.1 SD + BE4 unconc. mRNA 1.5 ug
CiwoAg Ag A7 G5 Cs5 T4 G3C2Cq C To T3 Ay C5 Cs T7; Gg Gy Gig Ci1 Tiz Giz Gia Gis Gis A1z Ag Gig Az Agr G2 G

09 [098] 94 76 01 0 0

o [688] o.1 0 01 255271 01 0 0

02 g8l o o [888 o 6 0 0 21 7 o

0.1 0 0

O 0>




75. C TRAC Ex.1 SD + BE4 unconc. mRNA 1.5 ug
CioAgAgA; G4 Cs5 T4 G3CCyq Cy To T3 Ay C5 Cg Tr Gg Gy Gig Cy1 Ti2 Gz Gis Gis Gis Atz Asg Gro Az Ay Gz Gy

0 0 0 0.1

0 0 0 0 01 0
01 0 02 0

0
o o o o o [588 o

76. D TRAC Ex.1 SD + BE4 unconc. mRNA 1.5 ug
CioAg Ag A7 GgCs T4 G3C,Cy C T, T3 Ay Cs Cs T; Gg Gy Gig Ciy Tiz Giz Gis Gis Gis A1z Ag Gig Ay Az Gz G

0 0 0 0.1

0 0 0 0 01 0
01 0 02 0 0
0

0 0 0 0 0.1

77.D TRAC Ex.1 SD + Cas9 mRNA 1.5 ug
CioAg Ag A7 G6Cs5 T4 G3C,Cyq Cy To T3 Ap C5 Cg T7 Gg Gy Gio Ci1 Ti2 Gz Gis Gis Gig A1z Asg Gro Ay Az Gz Gy

0 0 0.1 01

0 0 0 0 02 041
01 01 03 0.1

0
0o o o o o |58 o1

0 02 0 02 01 04 0 02 01 02 05 02 02 03 03

02 0.1 041 0.3 03 0.5 04 02 02 02 04 05

04 0 0 01 0 0 01 0 03 03 [688] o2
0.7_04 02 03 04 07 14 03 04 0

0.1 [65068) 010 o

01 0

0.1 0.1 0

78. D TRAC Ex.1 SD + Pulse
CioAg Ag A7 G Cs T4 G3C,Cy C T, T3 Ay C5 Cs T; Gg Gy Gig Cyy Tiz Giz Gis Gis Gis A1z Ag Gig Az Az Gz G

0 0 0 0 02 0
01 0 02 0

0
o o o o o [538 o

79. ATRAC Ex.1 SD + Pulse
CioAg Ag A7 G6Cs5 T4 G3C,Cyq Cy To T3 Ay C5 Cg Ty Gg Gy Gio Cy1 Ti2 Gz Gis Gis Gig A1z Asg Gro Ay Az Gz Gy

0 0 0 0 01 0
01 0 03 0

0
o o o o o [598 o

80. A TRAC Ex.3 SA + BE3 unconc. mRNA 1.5 ug
AAg Ag Gy T Ts Ty A3 G, G4 Ty To C3 Gy Ts As Tz Cg Ty Gio Tyg Az Az Ay Ass Cig Ci7 Ag Agg Gy Az G Gz

01 o 898 02 109 0 0 o

216 0.1
0

0

0
0

81. B TRAC Ex.3 SA + BE3 unconc. mRNA 1.5 g
AAg Ag Gy T Ts Ty A3 G, G4 Ty To C3 Gy Ts As Tz Cg Ty Gio Tyr Az Az Ay Ass Cig Ci7 Ag Agg Gy Az G G

0 0 0
0

0 0 14 0 01]998 03 119 0 0 o0
02 o1 B8 o o1 o0 01 172 0o 0 o1

0 03 0 0 0 /304 O 0
86 0 0.1 0

82. C TRAC Ex.3 SA + BE3 unconc. mRNA 1.5 ug
AqoAg Ag G7 T Ts Ty Az G, Gy Ty T2 C3 Gy Ts As T7 Cg Ty Gy Tig Az Az Ay Ais Cis Ciz Atg Ag Gy Azi Gz Gas
0 0o o o998 o o0 0 1 0 o0 [888o02 91 0 o0 o0

o o o1 o o1t o o o2 o1 |G o o1 o o1|@Ho1 o o
0 o0 01888 o o o 195 o [HEO o

0 0 23.3 0




83. D TRAC Ex.3 SA + BE3 unconc. mRNA 1.5 ug
AAgAg Gy T Ts T4 A3 G, Gy Ty T C Gy Ts As Tz Cg Ty Gio Tyy Az Az Ay Ais Cig Ci7 Ag Agg Gy Az G Gz

0

84. A TRAC Ex.3 SA + BE4 unconc. mRNA 1.5 ug
AAgAg Gy T Ts T4 A3 G, G4 Ty To C3 Gy Ts As Tz Cg Ty Gio Tyy Az Az Ay Ass Cig Ci7 Ag Agg Gy Az G Gz

0

0 0

85. B TRAC Ex.3 SA + BE4 unconc. mRNA 1.5 ug
AAg Ag Gy T Ts T4 A3 G, G4 Ty To C3 Gy Ts As Tz Cg Tg Gio Tyx Az Az Ay Ass Cig Ci7 Ag Agg Gy Az G Gz

o 0o o o 898 o o

03 02 01 0O 02 01 O 0

01 o1 o260 o o o o
0

0 0 0

0 0

0>

86. C TRAC Ex.3 SA + BE4 unconc. mRNA 1.5 ug
AwAgAg Gr7 T Ts Ty A3 G2 G4 Ty T C3 Gy Ts As T; Cg Ty

A o 0 o0 o o oo 0 07 o o [H00j o1 56 o0
c o 0o 01 o o o o [o2 ot[EM o o1 o o1 327 o1
G 0 0 o0 0

T 0

87. D TRAC Ex.3 SA + BE4 unconc. mRNA 1.5 ug
AAg Ag Gy T Ts T4 A3 G, G4 Ty To C3 Gy Ts As Tz Cg Ty Gio Tyg Az Az Ay Ass Cig Ci7 Ag Agg Gy Az G Gz

A o o o o [989]o01 o o o8 o1 78 0 0 o0
c 0 01 01 0 0 0 o o o o1 [348] 01

G 0 0 0 0 0 o0 183 0

T

88. A TRAC Ex.3 SA + Cas9 mRNA 1.5 ug
AAg Ag Gy T Ts Ty A3 G, G4 Ty To C3 Gy Ts As Tz Cg Ty Gio Tyr Az Az Ay Ass Cig Ci7 Ag Agg Gy Az G G

A 0898 o oo o1 o0 o1 o [898 o1 02 o0
c 04 0 0|03 o188 o1 o o o3 0.2
G 0 0 04 01 0 0 0
T 0 0.4 0.1 0 0.1

89. A TRAC Ex.3 SA + Pulse
AAg Ag Gy T Ts T4 A3 G, G4 Ty To C3 Gy Ts As Tz Cg Ty Gio Tyr Az Az Ay Ass Cig Ci7 Ag Agg Gy Az G Gz

o888 o oo o o o oM o o o o0 o

0 o o o1[E88 o1 o o
0.1

0.1 6 0 o B8l o o o o1 o 0
0 0 0 0
90. D TRAC Ex.3 SA + Pulse

AwwAg Ag G7 T Ts Ty A3 G2 G4 Ty T C3 Gy Ts As Tz Cg Tg Gio Ti1 Az Az Ay As Cis Ci7 Atg Agg Gz Az Gz Gos

0 0o 0 o0 01998 o 0 0 0 o0
02 01888 o o1 o o1 B o1 o o o

o o 8@l o o o o o 0 0 01 01 02 0 0 0 o041

0 0 0 0
0 0o 01 0 0
0 0

0




91. ATRAC Ex.3 pmSTOP_1 + BE3 unconc. mRNA 1.5 ug
GiAgAg C7CsTs Ay Az Ay Cqy Ty T T3 Ci As As A; Ag Cg Cio Ty Giz Tz Cis Ass Gig Tz Gig Agg Tao T21 G Gz

Indel
o o o 03 0o 0 0 o0 01 02]998 01 o0 o [998] o
02 01 0 o o o o2 [698NG88] o1 o1 0288 o o o1 o 0 o1

47 01 01 01 02 O 0 0 0 01 041 0.2 02 0
191 0 0 0 01 02 02 11 0 0 0 0

92. B TRAC Ex.3 pmSTOP_1 + BE3 unconc. mRNA 1.5 ug

GiAgAg C7CsTs Ay Az Ay Cqy Ty To T3 Ci As As A; Ag Cg Cio Ty Giz Tz Cis Ass Gig Tz Gig Agg Too T21 G G el
nae

0 0 0 02 0 0 0 0

04 o o |84 o o o o2 [G58NEEE] 01 o

67 0 02 01 03 01 O 0
166 0 0 0 0 01 01 0

01 0 041

0 0 o
o 888l o o o ot

93. C TRAC Ex.3 pmSTOP_1 + BE3 unconc. mRNA 1.5 ug

G1AgAg C7CsTs Ay Az Ay Cqy Ty To T3 Ci As As A; Ag Cg Cio Ty Giz Tz Cis Ass Gig Tiz Gig Agg Too T21 Gz Gz el
nae

0.2
0

0 0

0.2 0.1 244 0 0 0 0 02 02 0

94. A TRAC Ex.3 pmSTOP_1 + BE4 unconc. mRNA 1.5 ug

G19Ag Ag C7CsTs Ay Az Ay Cqy Ty To T3 Ci As As A7 Ag Cg Cio Tyg Gi2 Tz Cis Ass Gig Tz Gig Atg Too T21 Gz Gz el
nae

0.2 0 0 0 0 0

0 o 02 o4 [65BNGEE] 0.1 o o2 882 o
24 0 o0 o1 02 o o o188 o o
176 0 0 o o 03 o2 [638 o [SS8I

95. B TRAC Ex.3 pmSTOP_1 + BE4 unconc. mRNA 1.5 ug

G1AgAg C7CsTs Ay Az Ay Cqy Ty To T3 Ci As As A7 Ag Cg Cio Ty Giz Tz Cis Ass Gig Tz Gig Agg Too T21 G Gz el
nae

0 0 0 02 0 0 0 0.1

02 0 01 0 o o1 04 [S5ENSEA o1 o

25 01 01 01 04 O 0 0
296 0 0 0 0 06 03 0.1

0 02 0 0 0 0 01 01 0

0o 0o 01 01688 o o o o4

96. C TRAC Ex.3 pmSTOP_1 + BE4 unconc. mRNA 1.5 ug
G1AgAg C7CsTs Ay Az Ay Cqy Ty To T3 Ci As As A7 Ag Cg Cio Ty Gi2 Tz Cis Ass Gig Tz Gig Agg Too T21 Gz G

Indel
o 0o 0 o o o [898 o
o o2 [S8BI8SA o2 o o2

23 0 0 o1 02 o o o [N o o

259 0o 0o o o 04 03588 o [598] oo

0
0.2
0.1

o o
o o
o
[N
o
o

0.2
0

0 0
0.2 0.1

97. D TRAC Ex.3 pmSTOP_1 + Pulse
G1AgAg C7CsTs Ay Az Ay Cqy Ty To T3 Ci As As A7 Ag Cg Cio Tyg Gi2 Tz Cis Ass Gig Tz Gig Asg Too T21 G Gz

Indel
0
0 0 0
0 0 0 041
0 0 0 0

98. ATRAC Ex.3 pmSTOP_1 + Pulse
GioAg Ag C7Cs Ts Ay Az Ao Cqy Ty T, T3 C4 As As Ar Ag Cg Cio Ty1 Giz Tz Cis Ats Gig Tiz Gig Agg Too T21 Gz Gos

0 0o 0o 0 o0 o0 o998 o o0 o 0
o o o o2 [oOMAGE] o2 o 02888 o o o1 o o




99. A TRAC Ex.3 pmSTOP_2 + BE3 unconc. mRNA 1.5 ug
AywAgCgCyrTsAs Ay Az Co T4 Ty To C3 Ay As As A; Cg Cg Typ Giy Tiz Ciz Ay Gis Tie Giz Ag Tig Tao Gor Gz Gz

0 o1 08 05 01 04 0 -01 0

0.1 04 o o0 o1 0.1 0.1 04

02 01 78 01 01 01 02 07 01 0.1 02 0
o 0 o 22 0.1

100. B TRAC Ex.3 pmSTOP_2 + BE3 unconc. mRNA 1.5 ug
AyAgCgCyrTsAs Ay Az Cp T4 Ty To C3 Ay As As A; Cg Cg Typ Giy Tiz Ciz Ay Gis Tie Giz Atg Tig Too Gor Go Gz

Indel
06 0.1 02 ) - 0 o 73

o 0 o1 01 04

0o o1 01 03 0.1 0

0o 0 o0 27 04

-0 >

40>

101. C TRAC Ex.3 pmSTOP_2 + BE3 unconc. mRNA 1.5 ug

AyAgCgCyr TsAs Ay Az Cr T4 Ty T C3 Ay As As A7 Cg Cg Typ Giy Tia Ciz Ay Gis Tie Giz Atg Tig T Gor Go Gz el
nae

04 04 0 0 0 03 o o o 898 o o
o 0o o0 02 04 0 o2 o1 0 0 01
04 01 0 02 08 01 0 02 04 - 0.1
0 0 0 0 33 07 21 0 0 04

0>

102. A TRAC Ex.3 pmSTOP_2 + BE4 unconc. mRNA 1.5 ug
ApAgCsgCr Ts As Ay Az Co T4 Ty T C3 Ay As As Ar Cg Cg Tyo Gig Ti2 Ciz Ay Gis Tig Giz Atg Tig Tao G21 Gz Gos

Indel
106 06 04 0 0 0 - 0 o 57
o 0o o0 o1 02 0 10
02 01 34 01 01 01 02 06 01 0 02 04 -01
308 0 0 0 0 72 33 29 01 0 0 o0

103. B TRAC Ex.3 pmSTOP_2 + BE4 unconc. mRNA 1.5 ug

AyAgCgCyr TsAs Ay Az Cr T4 Ty To C3 Ay As As A; Cg Cg Typ Giy Tia Ciz Ay Gis Tie Giz Atg Tig Too Gor Gp Gz el
nae
3.5

0>

0 0 06 05 02 0 0 0 03 ooo-oo
0o o0 o1 2|0 o o o 0.1 04

) 0 0.2 041
01 02 0 01 0 0 02 01 0 01|01 01 4 0 0 01 03 09 01 0.1 0
0 o o4 03688 0 o o 0 0 0 01 59 26

104. C TRAC Ex.3 pmSTOP_2 + BE4 unconc. mRNA 1.5 ug
AiAgCsCyr TsAs Ay Az Cr T4 Ty T C3 Ay As As A7 Cg Cg Typ Giy Tia Ciz Ay Gis Tie Giz Atg Tig Too Go1 G Gz

Indel
oo 04 02 0 - 0 o 2.1
02| 0 02 0.1 01

01|02 02 37 01 02 08 01 0 - 0
9 0 0 0 o 72 32

0>

01 02 0 0 0 0 01 o041

0 o 03 01888 0 o o

0>

105. D TRAC Ex.3 pmSTOP_2 + Pulse
AwpAgCsCq7Ts As Ay Az Co Ty Ty T C3 Ay As As Ar Cg Cg Tio Gig Ti2 Ciz Ay Gis Tig Giz Atg Tig Tao G21 Gz Gos

Indel
o 0 0 0 o0 o0 o o o 598 o o
0 - 0 0.1 01 0 02 0 0 01 0 0 01 01
0.4 0 0102 0 0 0 o o o1 {68 o JGE o1 o
0 0 0 0 0 0 0 o o o[B8 o o

4O 0>

106. A TRAC Ex.3 pmSTOP_2 + Pulse
ApAg CsCq7 T As Ay Az Co Ty Ty To C3 Ay As Ag Ar Cg Cg Tyo Giy Tiz Ciz Ay Gis Tig Giz Atg Tig T2 G21 Gz Gos

Indel

0 01]01 02

O 0>
S o
2
w
o
o
o




107. AB2M Ex.1 SD + BE3 unconc. mRNA 1.5 ug
G.190Go Tg A7 G Gs Ay G3 Ay G4 Ay C T3 C4 As Cs G Cg To Gig Gig Az Tz Agg Gis Cie Ci7 Tig Cro Co Az Gzz Gos

Indel
01 01 19 968 02 1 138 03 04 01 03 02 [060) 08 |96 04 04 04 09 27

0 0 22 1 01 02 14 02 17 0.9 288 05 04 03 17 1 14 0.3 [GEONGERI 24
127 2.1 [S56NGET 6.3 88N 4.4 44 102 1.1 18 13 43 17 [G88l o6 09 35 04 o1
-_-02 0.8 02 02 [§38) 02 05 o1 o1 38 05 01

0 01 02 01 01 041

-0 >

108. B B2M Ex.1 SD + BE3 unconc. mRNA 1.5 ug
G10Go Tg A7 G Gs Ay G3 Ay G4 Ay C T3 C4 As Cs Gy Cg Tg Gio Gig Az Tz Agg Gis Cis Ci7 Tig Cr9 Co Az Gzz Gos

Indel
A o1 01 o - 03 1.1 01 34 %2 0 02 0 02 010697 0 98] 0 0 0 0 o1 o o [168
o] 0 0 o1 0 02 0 02 0 0.2 02 241 0 01 01 01 02 01 0 0 0.1 0
G 0.1 [SSIENSEEI 0.2 6812 o.1 0 85 01 66 0.3 01 [GOGNESRI 0.1 0.1 0.1 o 0 o1 02 o0 |01
T 0 0.1-0 01 01 0 01 0 [S970%855] 0.4 B3 o1 1 [B8Bl o1 o o 8 o o1 o o BBl os o010 o o
109. C B2M Ex.1 SD + BE3 unconc. mRNA 1.5 ug
G19Gy Tg A7 G G5 Ay G3 Ay Gy Ay C T3 C4 As Cs Gy Cg Ty Gyo Giy Agp Tz Ay Gis Cig Ci7 Tyg Cqg Cyo Agy Gpp Gz el
nae
A 0 o o] o
(o} 0 0 0
G
T 0 0 0
110. AB2M Ex.1 SD + BE4 unconc. mRNA 1.5 ug
G19Gy Tg A7 G G5 Ay G3 Ay G4 Ay C T3 C4 As Cs Gy Cg Ty Gyo Giy Agp Tz Ay Gis Cig Ci7 Tyg Cqg Cy Azq Gpp Gz el
nae

01 01 18 |ORd] 08 3

0 01 22 08

06 19 68N 82 01 03 01 01 08 |9%8] 06 |978] 02 03 03 05

15Eos 243 04 03 02 02 12 07 1 02 19
4 86 16 29 12 41 14 03 08 31

-_- 02 01 o1 [0l 02 03 o1 o |48l 1

0>

111. B B2M Ex.1 SD + BE4 unconc. mRNA 1.5 ug
G10Go Tg A7 G Gs Ay G3 Ay G4 Ay C T3 C4 As Cs Gy Cg To Gio Gig Az Tz Agg Gis Cis Ci7 Tig Cro Co Az Goz Gos

Indel
A [oz 01 o -18 6.1 0 17897 75 0 02 o0 01 01[998] 0 998 0 0 0 0 o1 o o093
o] 0 0 01 0 02 0 03 0 01247 0 178 o 01 0 0 01 01 0 0 0.1
G 0.1 [SEHNSIE] o2 65 o.1 0 46 01 28 0.3 041 [G9BNESRI 0.1 0.1 0.1 o 0 o1 01 o0 |01
T 0 o-o 01 01 0 01 0 28 698l o o o [698] o o o1 018817 o010 o o
112. C B2M Ex.1 SD + BE4 unconc. mRNA 1.5 ug
G19Gy Tg A7 G G5 Ay G3 Ay G4 Ay C T3 C4 As Cs Gy Cg Ty Gyo Gig Ay Tz Ay Gis Cyg Ci7 Tyg Cqg Cy Agy Gpp Gz el
nae
A 0 o 0 0 0 o0 0.1 0 0 01 04 0o o] o
c 0 o0 0 0 01 0 0 0 01 0 0 0.1 0 0
G 01 0 0 02 01 01 01 0 0 04
T 0 0 0 0 0 0 0 0 o0 0 o o o |55 o 0 0
113. D B2M Ex.1 SD + BE4 unconc. mRNA 1.5 ug
G10Go Tg A7 G Gs Ay G3 Az G4 Aj Co T3 C4 As Cs Gy Cg Tg Gig Gig Az Tz Agg Gis Cis Ci7 Tig Cr9 Co Az Goo Gos el
nae
A [o1 01 o |88 16 46 0.1 19 [998] 92 o0 0 01 01[998] 01 [998] 0 o0 o1 1087
o] 0 0 01 0 0 02 01 03 0.1 02 (292 01 199 o© 02 0 01 01 01 0 0 ! 0
G 04 0.1 -04-03 55 01 37 03 03 02 03 0.1 o o 01 o o2
T 1 01994 o o1 01 o 0 22 04 01 o1 898l o o1 01-12 010 01 o
114. AB2M Ex.1 SD + Pulse
G.10Ge Tg A7 G5 Gs Ay G3 Az G4 Ay C; T3 C4 As Cs G Cg Ty Gio Gig Az Tz Agg Gis Cis Ci7 Tig Cro Cao Azt Gz Gos
Indel

03 02 14 03 01 03 01 01 02 [892] 0.3 [995] 01 03 04 09 06
887 o4 0.4 o B8Bloz o o 02 02 02 0 -2.8

0 18 o1 o1 o [B87 02 16 [GSFNEEE] 02 13 o3 [888] 01 0.1 .
o B o1 o 01 02 o1 8 o2 03 04888 o o1 o 0-0

O 0>




115. A B2M Ex.2 pmSTOP + BE3 unconc. mRNA 1.5 ug

GiAg Ag T7 G Ts Ay Az G, Ay Cp T T3 Ay C Cs C; Cg Ag Cio Ty Tiz Az Ay Cis Tie Az Tig Cig Too T21 Gao Gz
05 9.9 [898] 156 43 87 15 04 02 02 |992099%] 0.6 0.1 [888) 06 07 03
02 05 03 357 36,6 |40NE0BI 0.6 02 02 07 o2 [l88l o2 1 o4 [G88] 02

01 01 01 01 08 18 35 01 01 04 02 02 01 01 01 0.2

0.2 04 178 041 0.8 [G5MNGGH] 01 041 0.2

Indel

04 07 02 08

01 03 [G8H] o2

01 01 04 0.1

0.1 0.1 0.1 02

-0 >

116. C B2M Ex.2 pmSTOP + BE3 unconc. mRNA 1.5 ug
GiAg Ag T7 G Ts Ay Az G Ay Cp T, T3 Ay Cs Cs C; Cg Ag Cio Ty Tiz Atz Ay Cis Tie Atz Tig Cig Too T21 Gap Gz

04 10 152 37 81 0.7 [898] 01 0
01 01 0 o [B87 o

0.1 08 16 33 01 0 03 O

0

Indel

40>

117. A B2M Ex.2 pmSTOP + BE4 unconc. mRNA 1.5 ug
GioAg Ag T7 G Ts Ay A3 G Ay Cp To T3 Ay Cs Cs C; Cg Ag Cio Tyg Tiz Atz Aty Cis Tie A1z Tig Cqg Too T21 Gao Gz

03 52 86 28 5 09 998 04 01 01 |9960897 05 0.1 |992] 04 05 02
0.2 ozEm-M-m 01 04 02 [888] 02 o7 o4 B8N 02

0.1 01 01 03 11 22 01 01 03 01 01 01 01 01 O 0 02 01 01

Indel

0.1
0.1
0

0 04 05 02 06

01 0.2 |Gl o2

0 0 03 0.1

0>

118. C B2M Ex.2 pmSTOP + BE4 unconc. mRNA 1.5 ug
GioAg Ag T7 G Ts Ay A3 G Ay Cp T T3 Ay Cs Cs C; Cg Ag Cio Tyg Tiz Atz Ay Cis Tie A1z Tig Cqg Too T21 Gz Gz

03 54 82 24 43 06 [999] 0.1 o- o-o 0.1
o1 -m— -m o-m o1 [ o

11 18 01 0 03 0.1 0 01 0

Indel

0>

119. A B2M Ex.2 pmSTOP + Pulse
GiAg Ag T7 G Ts Ay Az G Ay Cp To T3 Ay Cs Cs C; Cg Ag Cio Ty Tiz Az Ay Cis Tie Atz Tig Cig Too T21 Gao Gz

0 02 1 11 08 |99H] 0.3 02 01 |994NG97 06 0.1 |99 05 05 02
01 02 07 |88 02 o2 o5 o2 [§88] 02 08 o5 [§88] o2

o o0t O 01 01t O 01 O 02 02 O 01 O 01 O 02 0 02

[59%8M588] o o1 02 03 04 01 o [GOBNGEE] 0 o o1

Indel

0>

120. A B2M Ex.3 SA + BE3 unconc. mRNA 1.5 ug
CioTo Tg A7 Cs As T4 G353 T, Cyqy Ty Co Gy Ay Ts Cg Tr Ag Tg Gio Ay Az Az Ay Ais Gig Az Cig Agg Gy Tar Gz Ga

Indel

A 04 01 0.1 0 05 01 - 0 108 01 - 0 o1 0.1 0.1

c 02 0 02 0 195 0.1 02 0 0 0 0 0 0 0 0
G 0.1 0.1 0 02 0 0 0.2 698 o2 1
T 0 0 0 0 0 0 0 0 0

121. B B2M Ex.3 SA + BE3 unconc. mRNA 1.5 ug
CioTo Tg A7 Cs As T4 G353 T, Cyqy Ty Co Gy Ay Ts Cg Tr Ag Tg Gio Ar Az Az Ay Ais Gig Az Cig Agg Gy Tar Gz Gp

Indel
A 04 0.1 098] 0.1 118 0.1 |988] 0 0 0 0.1
c 04 0 01 251 0 0 0 0 0 0 0 0
G 0 o o 01 0 02 0.3 [688] o2 1
T 4101 0 0 0 0 0 0 0 0 0

123. AB2M Ex.3 SA + BE4 unconc. mRNA 1.5 ug
CioTo Tg A7 Cs As T4y G3 T, Cqy Ty Co Gz Ay Ts Cs Tz Ag Tg Gig Air Az Atz Ay Ais Gig Az Cig Atg Gy T21 G2 Gz

Indel
02 07 04-01 49 01 999] 01 02 02 02
0.2 0 04197 04 0 01 0 02 0O 0 ©0 01 0 0
02 0 0o 01 157 01 01 01 [698] 02 o1 02 o o2 |68 02
0o

0 0 0 0 0 0 0

0.1 01 0.1
01 0 02

02 |88 o2
0.2

O 0>




124. B B2M Ex.3 SA + BE4 unconc. mRNA 1.5 ug
CioTo Tg A7 Cs As T4 G353 T, Cy Ty Cp Gy Ay Ts Cg Tr Ag Tg Gio Ay Az Az Ay Ais Gig Az Cig Agg Gy Tor Gz Ga

A 0.1
c o 0 o0 o0
G B8l o1 o o
T 0 0 0 o

125. C B2M Ex.3 SA + BE4 unconc. mRNA 1.5 ug
CioTo Tg A7 Cs As T4 G353 T, Cy Ty Cp Gy Ay Ts Cg Tr Ag Ty Gio Ay Az Az Ay Ais Gig Az Cig Agg Gy Tor Gz Ga

0.1 0.2 0.2
0 0 0 0

0o o 0o o0
888l o1 o 02 o o2 02 0
04 0 0 0 0 0 01 0 0

40>

126. A 3G TRAC Ex.3 SA + Pulse
AAg Ag Gy T Ts T4 A3 G, G4 Ty To C3 Gy Ts As Tz Cg Tg Gio Tyx Az Az Ay Ass Cig Ci7 Ag Agg Gy Az G Gz

0>

127. A 3G TRAC Ex.3 SA + Pulse
AAg Ag Gy T Ts Ty A3 G, G4 Ty To C3 Gy Ts As Tz Cg Ty Gio Tyr Az Az Ay Ass Cig Ci7 Ag Agg Gy Az G Gz

A o 0 o0 o o 0J]o o o o o998 0o o o o
c [ B8 o o1 o o2 698 02 o
G 0.1 0 0 01 0 0 0

T 0 010 0 0.2

128. B 3G TRAC Ex.3 SA + Pulse
AAg Ag Gy T Ts T4 A3 G, G4 Ty To C3 Gy Ts As Tz Cg Ty Gio Tyg Az Az Ay Ass Cig Ci7 Ag Agg Gy Az G Gz

0>

129. C 3G TRAC Ex.3 SA + Pulse
AAg Ag Gy T Ts Ty A3 G, G4 Ty To C3 Gy Ts As Tz Cg Ty Gio Tyr Az Az Ay Ass Cig Ci7 Ag Agg Gy Az G G

A o 0 o0 o 0 o 0 o0 01 0998 o o 0 o
c 01 0 02 02698l o o1 o0 o2 02 0
G 0.1 0 o 0 0 0 0 o0
T

01 0 0 0.3

130. A 3G TRAC Ex.3 SA + Pulse
AAg Ag Gy T Ts T4 A3 G, G4 Ty To C3 Gy Ts As Tz Cg Ty Gio Tyr Az Az Ay Ass Cig Ci7 Ag Agg Gy Az G Gz

o 0 o0 o o o1]o o o o o998 0o 0o o o0 o

04 01 0o o o o0 ]o2 o188 o o1 o o288 o2 o o1

o o0
01 01 0260l o o o ot 0 001 0 0 0 0
0 010 0 0.1 0
131. B 3G TRAC Ex.3 SA + Pulse

AwwAg Ag G7 T Ts Ty A3 G2 G4 Ty T C3 Gy Ts As Tz Cg Tg Gio Ti1 Az Az Ay As Cis Ci7 Atg Agg Gz Az Gz Gos

0 0 o888 o o1]0 o0 o0 o0 01998 o 0 o0 0 o0
04 01 04 0o o o0 o2 o288 o o1 o o02[E88l o2 o o1

0 0 0 01 O 0 0 0
04 0 0 1.1 0

4O 0>

O 0>




132. A 3G TRAC Ex.3 SA + Pulse
AAgAg Gy T Ts T4 A3 G, Gy Ty T C Gy Ts As Tz Cg Ty Gio Tyy Az Az Ay Ais Cig Ci7 Ag Agg Gy Az G Gz

-0 >

133. B 3G TRAC Ex.3 SA + Pulse
AAgAg Gy T Ts T4 A3 G, G4 Ty To C3 Gy Ts As Tz Cg Ty Gio Tyy Az Az Ay Ass Cig Ci7 Ag Agg Gy Az G Gz

0 0 0 0 0 01 0 0 0 0 0

0 o 88 o
888 o o1 o o2BBloz o o o
0

0 01 0 0 0 0 01 02 02 03
02 0 0 0.3 0 0 0 0 0

40>

134. A 3G TRAC Ex.3 SA + BE3 conc. mRNA 3 ug
AAg Ag Gy T Ts T4 A3 G, G4 Ty To C3 Gy Ts As Tz Cg Tg Gio Tyx Az Az Ay Ass Cig Ci7 Ag Agg Gy Az G Gz

A 0 o o o988 o o0 o0 09 o1 o |98 01 51 0 01 0
c 0 0 0 0 01 01 0 0 01 o o1[B88lo2 o o
G |o1 o o3 01 01 01 01 0 0 01 144 01 0
T 001 0 0.1 209

135. B 3G TRAC Ex.3 SA + BE3 conc. mRNA 3 ug
AAg Ag Gy T Ts Ty A3 G, G4 Ty To C3 Gy Ts As Tz Cg Ty Gio Tyr Az Az Ay Ass Cig Ci7 Ag Agg Gy Az G Gz

0 o oo 09 01 o0 998 01 65 0 0 0
0o o0 |02 02 o 01 o o2@@8 o2 o o1 o

0.2 0 01 0 164 O 0 01 02 02 03 0 0 01 02
69 0 0 29.2 0 0 0 0 01 O 0 0

o

0>

136. A 3G TRAC Ex.3 SA + BE4 conc. mRNA 3 ug
AAg Ag Gy T Ts T4 A3 G, G4 Ty To C3 Gy Ts As Tz Cg Ty Gio Tyg Az Az Ay Ass Cig Ci7 Ag Agg Gy Az G Gz

0>

137. B 3G TRAC Ex.3 SA + BE4 conc. mRNA 3 ug
AAg Ag Gy T Ts Ty A3 G, G4 Ty To C3 Gy Ts As Tz Cg Ty Gio Tyr Az Az Ay Ass Cig Ci7 Ag Agg Gy Az G G

77 0

A 0 o 010 0 04 01 o 898 01 37 o0
c o o 0|02 o02[F8l o o1 o o2 B2 02
G 0.1 0 0 0 104 0
T

138. A 3G TRAC Ex.3 SA + BE4 RNP
AAg Ag Gy T Ts T4 A3 G, G4 Ty To C3 Gy Ts As Tz Cg Ty Gio Tyr Az Az Ay Ass Cig Ci7 Ag Agg Gy Az G Gz

o898 o 010 o0 04 0 o 88801 36 0 0 o0

0 0 0 (02 02 0o 01 0 01 12 01 O 0
0.1 0 0 0 0 86 O 0

236 0 0 0

4O 0>

139. B 3G TRAC Ex.3 SA + BE4 RNP
AwwAg Ag G7 T Ts Ty A3 G2 G4 Ty T C3 Gy Ts As Tz Cg Tg Gio Ti1 Az Az Ay As Cis Ci7 Atg Agg Gz Az Gz Gos

0 o0 888 01 43 0 o0 o0

02 [ o o1 o 02 163 01 0 01 0
0o 888l o o o 102 o888 o o 02 01 03 0 o0 01 02

O 0>




140. A 3G TRAC Ex.3 SA + coBE4 mRNA 1.5 ug

-0 >

141. B 3G TRAC Ex.3 SA + coBE4 mRNA 1.5 ug

40>

AAgAg Gy T Ts T4 A3 G, Gy Ty T C Gy Ts As Tz Cg Ty Gio Tyy Az Az Ay Ais Cig Ci7 Ag Agg Gy Az G Gz

0 0 0 0 0
01 01 01 0 0
0 0

0.1
0

AwpAgAg Gy T Ts T4 A3 GGy Ty T, C3 Gy Ts As T; Cg

0

0
0

142. A 3G TRAC Ex.3 SA + coBE4 mRNA 4 ug

0>

AAg Ag Gy T Ts T4 A3 G, G4 Ty To C3 Gy Ts As Tz Cg Tg Gio Tyx Az Az Ay Ass Cig Ci7 Ag Agg Gy Az G Gz

o 888 o o1

0 0 0

143. A 3G TRAC Ex.3 SA + coBE4 mRNA 4 ug

0>

AAg Ag Gy T Ts Ty A3 G, G4 Ty To C3 Gy Ts As Tz Cg Ty Gio Tyr Az Az Ay Ass Cig Ci7 Ag Agg Gy Az G Gz

01 0 o o 998 o o

0 0 0

144. B 3G TRAC Ex.3 SA + coBE4 mRNA 4 ug

0>

AAg Ag Gy T Ts T4 A3 G, G4 Ty To C3 Gy Ts As Tz Cg Ty Gio Tyg Az Az Ay Ass Cig Ci7 Ag Agg Gy Az G Gz

0
0

0 0 0 0 0
01 01 01 0 0
0 0

145. B 3G TRAC Ex.3 SA + coBE4 mRNA 4 ug

0>

AoAg Ag G7 T Ts T4 A3 G, Gy Ty T, C3 Gy Ts Ag T; Cg

o 0 o o [898 o1 o0

01 01 0

146. C 3G TRAC Ex.3 SA + coBE4 mRNA 4 ug

4O 0>

AAg Ag Gy T Ts T4 A3 G, G4 Ty To C3 Gy Ts As Tz Cg Ty Gio Tyr Az Az Ay Ass Cig Ci7 Ag Agg Gy Az G Gz

0 0 0 0 0 0 0

0 0 0 0 0 0
0 0
0 0 0

147. A 3G TRAC Ex.3 SA + Cas9 mRNA 1.5 ug

O 0>

AwwAg Ag G7 T Ts Ty A3 G2 G4 Ty T C3 Gy Ts As Tz Cg Tg Gio Ti1 Az Az Ay As Cis Ci7 Atg Agg Gz Az Gz Gos

Indel

0 01 02 01 02998 02 01 01 01 01

09 02888 o1 01 o 0388 o1 o 02 o o1 o1 o2 [GOFNEHI 02 o

o o [898] 03 01 02 03 02 888 01 02 03 01 03 0 06 01 03
0502 0 0.3 0.1 01 02 02 01 01 0 02 01

0.1
0

0 0 0 01 0.1
0 02 02 0 0 0
01 0 02 01 01 0 0.1

0 0.1




148. B 3G TRAC Ex.3 SA + Cas9 mRNA 1.5 ug

-0 >

AAgAg Gy T Ts T4 A3 G, Gy Ty T C Gy Ts As Tz Cg Ty Gio Tyy Az Az Ay Ais Cig Ci7 Ag Agg Gy Az G Gz

o 0o o o |99 o
0 01 02 0 0
0.1

Indel

0 o2 01 02897 02 01 01 01 01

-01 02 o 02[888] o3 o o2

01 02 0 01 0.1 0.2
0.2 041 0.1 0.2 0.1

149. A 3G TRAC Ex.3 SA + Cas9 mRNA 1.5 ug

40>

AAgAg Gy T Ts T4 A3 G, G4 Ty To C3 Gy Ts As Tz Cg Ty Gio Tyy Az Az Ay Ass Cig Ci7 Ag Agg Gy Az G Gz

o 888 01 01 0 o1 01 01 01 897 01 o1 02 01
0 01 01]o02 0.1-01 02 0.1 02-02 02

01 01 0 0.1 0.1
03 0.1 0.1 0.2 0.1

Indel

150. B 3G TRAC Ex.3 SA + Cas9 mRNA 1.5 ug

0>

AAg Ag Gy T Ts T4 A3 G, G4 Ty To C3 Gy Ts As Tz Cg Tg Gio Tyx Az Az Ay Ass Cig Ci7 Ag Agg Gy Az G Gz

0 0 o0 010898 0o o1] 0 o1 o0 01 o01]998 02 01 01 01 04
0 01 02 0 0 888 o o1 o 02888l o3 o o1
0

0 0 01 0 01 O 0.1

02 0 0 0.4

Indel

151. A3G TRAC Ex.3 SA + Cas9 mRNA 4 ug

0>

AAg Ag Gy T Ts Ty A3 G, G4 Ty To C3 Gy Ts As Tz Cg Ty Gio Tyr Az Az Ay Ass Cig Ci7 Ag Agg Gy Az G Gz

o o0 o o187 01 o4

0 0 0 0O 01 01 01 O 0 0

01 01 02-01 02 0 02

0.1

Indel

0 o1 0.1 02-01 01 01 02 02

02 01 - 0 0.2 [688] 04 02

01 01 01 01 02 0.1

03 0.1 02 0.2

0.1 0.1

152. B 3G TRAC Ex.3 SA + Cas9 mRNA 4 ug

0>

AAg Ag Gy T Ts T4 A3 G, G4 Ty To C3 Gy Ts As Tz Cg Ty Gio Tyg Az Az Ay Ass Cig Ci7 Ag Agg Gy Az G Gz

0 o1 o 01-01

0 0 0O 01 02 02 01 0

01 01 02 [888] 01 01 01 02
0o o0

0.1

Indel

0 o1 01 01 0 -041 01 01 01 02

0.3 02- 0 o 03[688] o3 o o3

0.1 01 02 01 01 0.1 0.1
03 0.1 0.1 0.4

153. A 3G TRAC Ex.3 SA + Cas9 mRNA 4 ug

0>

AAg Ag Gy T Ts Ty A3 G, G4 Ty To C3 Gy Ts As Tz Cg Ty Gio Tyr Az Az Ay Ass Cig Ci7 Ag Agg Gy Az G G

o o o o 898 o o1

01 01 02 01 0 0 0.1
0.1 01 0.1

Indel

01 01 0 02 02998 02 02 01 02 02

0.3 02-01 01 o1 o5 [678] 03 0.2

0 02 02 01 02 0.1 0.2

07 0 02 2

154. B 3G TRAC Ex.3 SA + Cas9 mRNA 4 ug

4O 0>

AAg Ag Gy T Ts T4 A3 G, G4 Ty To C3 Gy Ts As Tz Cg Ty Gio Tyr Az Az Ay Ass Cig Ci7 Ag Agg Gy Az G Gz

0 0 o0 010898 o o0 |01 ot 0.1 02-02 0.2 01 04 02 04
0 o 0o o0 |03 oz- 0 043-0.2 01 02 0.2 [GOBNGEE] o

0 01 -0,1 02 01 03 01 02 02 03 02 03 01 05 02 04
0401 0.1 0.7 0.1 04 02 01 01 01 03 02 02

Indel

155. A 3G TRAC Ex.3 SA + Cas9 RNP

O 0>

AwwAg Ag G7 T Ts Ty A3 G2 G4 Ty T C3 Gy Ts As Tz Cg Tg Gio Ti1 Az Az Ay As Cis Ci7 Atg Agg Gz Az Gz Gos

0 o o o [998 o1 o1

0 0 0 0O 01 02 0 0 0 0

01 01 02@888lo1 0o o o1
0

Indel

0 01 01 02 02998 02 01 01 01 01 16 29

02 02888l o o1 o 0288803 o 02 o 02 o1 03 [GTSNSIH 02 o2

o o [887 o1 01 01 02 01887 01 01 03 04 04 02 28 03 02
0.3 01 0.1 0.4 0.2 02 02 01 01 04 06 03 05




156. B 3G TRAC Ex.3 SA + Cas9 RNP
Ao Ay Ag G7 T Ts Ty Az G2 Gy

Cs

Gy Ts As

T7

Cs To Gio Ti1 Az Az Ay Asgs

-0 >

0 01 01]898] 02 02 01 02 01

Cis Ci7 Agg

At Gz Az

40>

888 01 o1 o o288 o2 o 02 01 02 01 04
0 04 01 01 02 0.1 0 02 03 03 04
03 0 0.1 05 0.2 02 03 01 01
157. A 3G PDCD1 Ex.1 SD + Pulse
C19C9GgCysCsGs5AsC3CCq Cy A C3 C4 Ts As Cr Cg Ty Agg Ay Giz Atz Ay Cis Cis Az Tyg Cig Cop T2y Gz G el
nae
01 01 0 0 0 o 899 02 0 o1 02 02 01 |99099%6] o0 |9961898] 0.1 o© 02
o 03 [G88IGH] 02 02 03 o0 03 02 02 02
o 01 01|/0 o1 0o o 01 05 0 o1 05 04 o G o1 o o o0 02 02 0 0
01 02 0 [0 o 02 02@88lo2 1 o7 [B8Blo1 01 02 0o o o1 o 01688 0o o2
158. B 3G PDCD1 Ex.1 SD + Pulse
C19C9GgCs7CsGs5As4C3CCq Cy A C3 C4 Ts As Cr Cg Ty Agg Ay Giz Atz Ay Cis Cis Az Tyg Cig Cop T2y Gz G

A 0 0 01 0 0 o1]998 o 01 o |896] 03 02 0 |H00N998| o 9990898 0 o 0
c 0 0 0 04 o [B2NGEBlo1 o o o o o 0 o1
G 0 0 0 04 0 o 0[O0 01 0 o0 0 04 01 02 0 o o01[@88o1 o o o 01 0 0
T 0 0 o o o1 0 o o o1 o]0 o o1 03[698 o 13 0788l 0o o o o o o o o [568 o
159. A 3G PDCD1 Ex.1 SD + Pulse
C19C9GgCr7CsGs5A4C3C2Cq Ci A C3 C4 Ts As Cr Cg Ty Agg Ay Giz A1z Ay Cis Cig Az Tyg Cig Cop T2y G2 Gz

A 0 0 01 0 0 o1]698 o
c 0 0o o
G |o o 0o o0 0
T |o 0 0o 0 01 0 0

160. B 3G PDCD1 Ex.1 SD + Pulse

C49pCqe Gg C;7; Cq Gs Ay Cl

3 C2 C4

Cs

Cs

As C7

Cg Ty

Ao A1 Giz Az Ay Cis Cig Az Tyg Cqg Cyo

T2

A 0 0 01 0 0 o0.1]998 01
C 0 0 03

G 0 0o o 0.1

T 0 0 01 0 01 02 0

0 03 01

04 [G9BNGE] 0.1 03 03 o0

0

0.2 - 01 04 04

02 03

0o 04 02 0188 o1 o1 0o o0
B9 o o 02 0 o1 0 o

01 0 041
03 03
01 07 0 0

0.1 688l 0o o

161. C 3G PDCD1 Ex.1 SD + Pulse

C19C9GgCs7CsGs5A4C3C2Cq Ci A C3 C4 Ts As Cr Cg Tg Agg Ay Giz Atz Ay Cis Cis Az Tyg Cig Cop T2y Goo G el
nae
A [o o o o o o1 0o 0 0 0 o0 o 898 o o o |H000998] o 9991898 0 o 0
c 0 o0 01 0 01 0 0 0 0 0 0 04
G 0 0 o 04 0 o o0f[0 01 0o o o0 o1 0 o o o o01[@88lot 01 0o o0 01 0 0
T |0 0 o o o o o o o oo o o4 0988 o 19 1988 o o o o o o o o [58 o
162. A 3G PDCD1 Ex.1 SD + Pulse
C10pC9GgCr7CsGs5As4C3C2Cq Ci A C3 C4 Ts As Cr Cg Ty Agg Ay Giz A1z Ay Cis Cig Az Tyg Cig Cop T2y G2 Gz

4O 0>

0

o 887 o1 o4
0 989 991

0 0 0.1 01 0 0 0 0 0 0 04
o o@8lo1 o o oo o1t o 0o o 03 01 02 0 01 o1ffOho1 04 0 o0 01 0 0
0 01 0 0o 0o o o010 o o1 o168 o 09 0688l o o o o o o o o |58 o
163. A 3G PDCD1 Ex.1 SD + Pulse
C19pC9GgC7CsGs5AsC3C2Cq Ci A C3 C4 Ts As Cr Cg Tg Agg Ay Giz A1z Ay Cis Cig Az Tyg Cig Cop T21 G2 Gz
Indel
o1 0 o0 o898 0 o0 o 0 01 o0 [895 01 02 o |H000699] 0 99919981 0 © o o]o3
o [B88IEESE| o o 01 o [G8BNGE8l o1 o o o o o 0 0
0 o0 01 0 o o0 01 0o 0 0 04 01 02 0 o o1[@8lo1 01 o o
0 0 01 0 o o o o]o o o1 03898 o 1 088 0o 0o o o o 0o o0 0 0

O 0>




164. B 3G PDCD1 Ex.1 SD + Pulse
C10Co9 GgCysCsGs5AsC3CCq Ci A C3 C4 Ts As Cr Cg Ty Agg Ay Giz Atz Ay Cis Cig Az Tyg Cig Cop T2y Goo G

T gL _EEDNE ER
o o [8emal o —-

0.1
0 11 04 04 0 0O 01-01 0 0 o0

B98] 0 24 14898 o 0 0o o o 0o o0 0-0

-0 >

165. A 3G PDCD1 Ex.1 SD + Pulse
C19C9GgCysCsGs5AsC3CCq Cy A C3 C4 Ts As Cr Cg Ty Agg Ay Giz Atz Ay Cis Cis Az Tyg Cig Cop T2y Gz G

0 0 01 0 o0 o1]998 o
0

40>

166. B 3G PDCD1 Ex.1 SD + Pulse
C19C9GgCs7CsGs5As4C3CCq Cy A C3 C4 Ts As Cr Cg Ty Agg Ay Giz Atz Ay Cis Cis Az Tyg Cig Cop T2y Gz G

0 0

01 0 01 0 0 0 0
0 02 01 0o o o o1@88o1 01 0o o

[598] 0o o8 05898 o 0o o o o o0 o0

0>

167. A 3G PDCD1 Ex.1 SD + BE3 conc. mRNA 3 pg
C19C9GgCr7CsGs5A4C3C2Cq Ci A C3 C4 Ts As Cr Cg Ty Agg Ay Giz A1z Ay Cis Cig Az Tyg Cig Cop T2y G2 Gz

0 - 0 01 o1 02 07 05]908 6 37 0 |9950097 o |9951998] 0.1 0 0.1
- o 0 o
02 01 _0 0 0

o o4 [GHBNEHN o1 03 03 o 02 03 05 02
0 01 0 03 04 02 23 46 04 02 0 [@@@ o1 o1 0o 0 01 06
168. B 3G PDCD1 Ex.1 SD + BE3 conc. mRNA 3 ug
C19C9GgCsCsGs5AsC3C2Cq Cy A C3 C4 Ts As Cr Cg Ty Agg Ay Giz Atz Ay Cis Cig Az Tyg Cig Cop T2y Gz G

04 0 06 14 |69 01 242 10689 o o 02 01 01 o o1 o2 |55l 02
0

0>

0.2 01 0 0 02

3 18 33 0 01 oz-oz 0.1 0 01 0 0

0
-o 195 113698 0 o o o o o1 o o [698] o2 o1

40>

169. A 3G PDCD1 Ex.1 SD + BE4 conc. mRNA 3 ug
C19C9GgCsCsGs5As4C3CCq Cy A C3 C4 Ts As Cr Cg Tg Agg Ay Giz A1z Ay Cis Cig Az Tyg Cig Cop T2y Gz G

0.2 0.1 0.1-01 01 01 0 0 02 02

01 03 1 3 01 05 01-01 0.1 o o

[598] o 239 153[898] o o0 o1 0o o0 01 o 01-03

40>

170. B 3G PDCD1 Ex.1 SD + BE4 conc. mRNA 3 pg
C1pC9GgCsCsGs5A4C3C2Cq Ci A C3 C4 Ts As Cr Cg Tg Agg Ay Giz A1z Ay Cis Cis Az Tyg Cig Cop T2y G2 G
0

A o- 0 0 0 0 )
c 0 o o 0 0 0 0 o0
G 0 0 0 o offiGa] o o o o
T

171. A 3G PDCD1 Ex.1 SD + BE4 RNP
C0Cq9 GgCy7CsGs5A4C3C,Cyq Ci A C3 C4 Ts A C; Cg Ty Agg Ay Giz Az Agg Cis Cig Az Tig Cig Cop T21 Gz G

Indel
02 - 01 0 0 05 18 02 |99 49

0 0 9.7

4O 0>




172. B 3G PDCD1 Ex.1 SD + BE4 RNP
CiC9gGgCy7CsGs5As4C3C,2Cyq Ci A C3 Cq Ts As Cr Cg Ty Agg Ay Giz Az Ay Cys Cie Az Tig Cig Coo Tog Gz Ga

0 0 01 0 o0 o1]998 o 02 24 02 |90 54 46 -T-o 0
0 01 0 291-01 o o

0 01 01 02 0 02 15 52 0 0 01-02 0.1 0

-0 >

173. A 3G PDCD1 Ex.1 SD + coBE4 mRNA 1.5 pg
C19C9GgCysCsGs5As4C3C2Cq Cyi Ab C3 C4 Ts As Cr Cg Ty Agg Ay Giz Atz Ay Cis Cig Az Tyg Cig Cop T2y G G

0 0

04 0 224 227
0 01 0 01 0 02 03 06 0 0 01-01

02 0 141 0 0 0 0 01 0 0-03

40>

174.B 3G PDCD1 Ex.1 SD + coBE4 mRNA 1.5 ug
C19C9GgCr7CsGs5AsC3CCq Cy Ab C3 C4 Ts As Cr Cg Ty Agg Ay Giz A1z Ay Cis Cis Az Tyg Cig Cop T2y Gz G

0
0.1
0

0>

175. A 3G PDCD1 Ex.1 SD + coBE4 mRNA 4 ug
C19C9GgCs7CsGs5A4C3C2Cq Cyi A C3 C4 Ts As Cr Cg Tg Agg Ay Giz A1z Ay Cis Cig Az Tyg Cig Cop T2y G2 G

e

176. B 3G PDCD1 Ex.1 SD + coBE4 mRNA 4 ug
C19C9GgCsCsGs5As4C3CCq Cy A C3 C4 Ts As Cr Cg Ty Agg Ay Giz Atz Ay Cis Cig Az Tyg Cig Cop T2y G G

0 0 02 0 o0 01988 0 0 o 0 o1 o [H00] 1 o9 o |9991999] o 9981998 0 o 0
0

01 0 1 161 0 0 0 ©0 0 0 0 02
0 01 0 02 0 0 04 05 0 o o1[@88o2 01 0o o o1

0 0

4O 0>

-0 >
o

177. A 3G PDCD1 Ex.1 SD + coBE4 mRNA 4 ug
C19C9GgCsCsGs5A4C3C2Cq Ci A C3 C4 Ts As Cr Cg Ty Agg Ay Giz A1z Ay Cis Cig Az Tyg Cig Cop T2y Gzo Gz

0 01898 o o 887 02 o2
0

01 0 142 141
0 03 02 05
0

0>

178. B 3G PDCD1 Ex.1 SD + coBE4 mRNA 4 ug
C19C9GgCr7CsGs5A4C3C2Cq Ci A C3 C4 Ts As Cr Cg Ty Agg Ay Giz A1z Ay Cis Cig Az Tyg Cig Cop T2y G2 Gz

Indel
A 0o o 02698 o 0 02 o [898] 05 06 o0 |9990090] o [9890098 0 o 0 o o0][18
c 0 o 04 0 154156 0 0 0 O O 0 0 o1 0o o0
G o o @8 o1 o o ofo o1 0o 02 0o 01 04 07 01 o o101 01 0 o0 01 0 0O
T 01 01 0 0 02 01 01|01 o 144[3640698] o |EIFNEIENGSE] 0o o o o o o1 o o |59 os 0o 0
179. B 3G PDCD1 Ex.1 SD + coBE4 mRNA 4 ug
C0Cq9 GgCy7CsGs5A4C3CyCyq Ci A C3 C4 Ts As Cr Cg Ty Agg Ay Giz Az Ay Cis Cig Az Tig Cig Cop T21 Gz G
Indel
01-0 0 o0 0 04 0 [898) 07 06 o 0941098 0 [9991998] o o0 898 0.1 0 o o o] 23

_
oo-o 0-01000

02 01 O 0O 01 01 0 02 01 0.1

01 01 241243 0 01 01 0 o o1 [G9ENGEEl 0.1 o2

0 01 0 01 01 0 03 08 01 05 0188 o1 01 0o o 01 01 0

0
01 0 119309698 o [FENEENSISl o o o o o o1 o o [8 03 o1

O 0>




180. A 3G PDCD1 Ex.1 SD + Cas9 mRNA 1.5 ug
C190Co9GgCysCsGs5AsC3C2Cq Cy A C3 C4 Ts As Cr Cg Ty Agg Ay Giz Atz Ay Cis Cig Az Tyg Cig Cop T2y G G

0 01 0 02 01 01908 0 01 0 02 01 02 |994] 03 03 02 |9861992) 0.1 [98N085] 0.1
02 03 [G88NE88] 04 o1 02 03 05 07 1.1

02 03 01 0 02 07 o05[898] 04 04 02 01 03 04 02 0

B9 o o7 04 [88Blos o 02 02 04 0 05 04 88802 o

Indel

02 02

-0 >

181. B 3G PDCD1 Ex.1 SD + Cas9 mRNA 1.5 ug
C19C9GgCysCsGs5As4C3C2Cq Cyi Ab C3 C4 Ts As Cr Cg Ty Agg Ay Giz Atz Ay Cis Cig Az Tyg Cig Cop T2y G G

0 0 01 0 o0 o02]998 o 1 06 0.1 97 36 “-
0 4

0 29 17 31 0 02 02888 o1 01 o

897 o 178 107898l o 0 o0 o o 01 0 o-oz

Indel

0

40>

182. A 3G PDCD1 Ex.1 SD + Cas9 mRNA 1.5 ug
C19C9GgCr7CsGs5AsC3CCq Cy Ab C3 C4 Ts As Cr Cg Ty Agg Ay Giz A1z Ay Cis Cis Az Tyg Cig Cop T2y Gz G

0 0 01 0 o0 o1]99@ o 01 [888] 05 04 o2 [990992] o [SBANSES 0.1 04 03
0 o0 03 o1 [G73N878] 02 01 02 04 03 06 11 03

0 02 09 02 04 01 06 06 [998] 08 04 03 02 05 02 03

06 698l 01 2 1.3 888l o3 o 01 05 04 01 02 o5 888 o o1

Indel

0 0

0>

01 0.1 0.2

183. B 3G PDCD1 Ex.1 SD + Cas9 mRNA 1.5 ug
C19C9GgCs7CsGs5A4C3C2Cq Cyi A C3 C4 Ts As Cr Cg Tg Agg Ay Giz A1z Ay Cis Cig Az Tyg Cig Cop T2y G2 G

0.2 - 02 01 03 04 04 09 08 02
o o @8 o1 o o oo o1 01 0 03 04 04 03 01 06 08 [698) 08 02 02 02 07 06 06 01
01 02 0 0 01 01 01]02 0 02 04 [68M o 12 09 G o5 o o1 03 04 01 o7 o2 Gl 02 o4

Indel

0 0 02 O 0 0

4O 0>

184. A 3G PDCD1 Ex.1 SD + Cas9 mRNA 4 ug
C19C9GgCsCsGs5As4C3CCq Cy A C3 C4 Ts As Cr Cg Ty Agg Ay Giz Atz Ay Cis Cig Az Tyg Cig Cop T2y G G

01 01 03998 02 02 01 o 893 02 o1 02“ 06 02
03 02 o5 [G8BNGEE] 04 03 06 04 07 14

o 03 01 02 o1 06 05 03[888] 1 o1 01 02 06 0

0
04 [684 o 09 09 [68BJ 03 01 01 03 06 0 03 0.5- 0 01

Indel

40>

185. B 3G PDCD1 Ex.1 SD + Cas9 mRNA 4 ug
C19C9GgCsCsGs5A4C3C2Cq Ci A C3 C4 Ts As Cr Cg Ty Agg Ay Giz A1z Ay Cis Cig Az Tyg Cig Cop T2y Gzo Gz

0.2 0.2 o.z-o.s 02 02 02 02 09 0.9 06

0 01 0 0 01 09 03 03 01 06 03[0 04 02 01 01 04 03 0 0

0 01 03 02687 o 19 12[88lo2 o o 05 02 01 o1 o1 888l o1 o

Indel

0

0>

186. A 3G PDCD1 Ex.1 SD + Cas9 mRNA 4 ug
C19C9GgCr7CsGs5A4C3C2Cq Ci A C3 C4 Ts As Cr Cg Ty Agg Ay Giz A1z Ay Cis Cig Az Tyg Cig Cop T2y G2 Gz

-oz 01 01 03 02 05 0.7 05

o 0 o0]|0 o1 0o 0 01 02 02 02 02 04 06 |[996) 08 02 03 0 02 03 02

0
0 o oot o1 04 08 @801 22 19 8Bl o4 01 o0 04 03 o1 02 o2 SN 03 o1

Indel

0 0O 01 01 0 0

40>

187. B 3G PDCD1 Ex.1 SD + Cas9 mRNA 4 ug
C19C9GgC7CsGs5A4C3C2Cq Ci A C3 C4 Ts As Cr Cg Ty Agg Ay Giz A1z Ay Cis Cig Az Tyg Cig Cop T2y G2 G

0 0 02 01- o 0 o 0 01 03 [894] 02 01 02 |991886] 0.4 [9881987) 0.1
_ 02 o1 [G86NGES] 02 01 04 03 02 06 08 03
02 0.1 - 0 o1 - 02 0 0 0

01 01 02 01 02 04 04 04 01 04 1168412 03 05 04 06 03 05
0 02 0 01 01 01 02 0 0 02

0
04 01 01 02888] o o7 o5 [@Bloa o o0 04 03 01 04 o8 GBI 01 01

Indel

0

O 0>




188. A 3G PDCD1 Ex.1 SD + Cas9 RNP
C1pCoyGgCy;CsGsA,sC;3C,Cq Cy A C3 C4 Ts Ag C; Cg

To At A1y Giz Az Ay Cis Cis Az Tig Cig Cy T21 Gz G

Indel

0 0 01 0 o0 o1]998 01 01 01 01 01 01998 02 0.1

0.2

-0 >

-03 01 06 02 02 05 0.9

02 03 02 01 02 06 07 [888] 1 o4 04 08 02

[598] 0 o6 05898l o2 01 o0 08 04 01 08 -0.4 03

189. B 3G PDCD1 Ex.1 SD + Cas9 RNP
C1pCoyGgCy;CsGsAsC3C,Cq C A C3 C4 Ts As C; Cg

To At A1y Giz Az Ay Cis Cig Az Tig Cig Co T2t Gz G

o898 o o o1 01 01 01998 02 0.1

40>

0.2
04 01-03 01 04 04 03 OG-E

01 05 03 01 01 05 05694 06 03 03 0 08 03 01

5% o1 o7 o7 BBlo2 o o 07 03 01 08 0.6-042 03

190. A 3G B2M Ex.1 SD + Pulse
G10Go Tg A7 G Gs Ay G3 Ay G4 Ay Cp T3 As Cs G; Csg

Tg Gio Gi1 A1z Tiz Ais Gys Cis Ci7 Tig Cig Co Az Gy G

0

0-01 0 02

- ® 0>
=)
o
2
o
o
o

-'-_-

191. B 3G B2M Ex.1 SD + Pulse
G10Go Tg A7 G5 Gs Ay G3 Ay G4 Ay C T3 C4 As Cs G7 Cg

Tg Gio G11 A1z T1z Ais Gys Cig Ci7 Tig Cig Co Az Gy G

0.1
--
0 -o

- ® 0>
o
o

0 o-ozoo. - -o

-T-

192. A 3G B2M Ex.1 SD + Pulse
G19Go Tg A7 G5 Gs Ay G3 Ay G4 Ay C T3 C4 As Cs Gy Cg

Tg Gio Gi1 A1z Tiz Ais Gys Cig Ci7 Tig Cig Co Az Gy G

0 o -02 03

0 0 o1
o1 -oz-oz
0 - 0

02 0

0 o1 88842 o

40>

0 02 01 0 0 0 0
46 -o 0

o [558l o1

193. B 3G B2M Ex.1 SD + Pulse
G10Go Tg A7 G5 Gs Ay G3 Ay G4 Aj C T3 C4 As Cs G7 Cg

Tg Gio G11 A1z T1z Ay Gys Cis Ci7 T1g Cig Co Agy Gy G

0 o -oo

041
--
0 -o

- ® 0>
o
o

194. A 3G B2M Ex.1 SD + Pulse
G10Go Tg A7 G5 Gs Ay G3 Ay G4 Aj C T3 C4 As Cs G7 Cg

Tg Gio G11 A1z T1z Ais Gys Cis Ci7 Tig Cig Co Az Gy G

- ® 0>
o

Indel
0 o - 0 o 0 o o] o
0 01 0 0
0 - 0 0 0 - 02 0 02 - 0 0 0
195. B 3G B2M Ex.1 SD + Pulse
G10Go Tg A7 G Gs Ay G3 Az G4 Ap Co T3 C4 As Cs Gy Cg Tg Gig Gig Az Tz Agg Gis Cis Ci7 Tig Cr9 Co Az Gz Gos
Indel
0 o o [899] o 0.1 o o o7

01 0 0 0
0o o888l o o o

0 0 o
02 [88%8] o2 o1 o Gl o
00 o0

- ® 0>
o
o

0 o 0 o 0
-o o B8lo1 o o o o1
o 100 100

0o o 898 o B89 0 o o
999 999

0 o
02 o o1 [0 o

} 0 o )
0 0-1501.600.1-0 0o o898l o o o1 o 898l o o]0 o o




196. A 3G B2M Ex.1 SD + Pulse

G.190Go Tg A7 G Gs Ay G3 Ay G4 Ay C T3 C4 As Cs G Cg To Gig Gig Az Tz Ay Gis Cis Ci7 Tig Cro Co Az Gzz Gos
Indel
A 0o 0 o - [) o 0 o 0 0o o o o] 02
c 01 0 0 0 01 0 0 0
G -02-02 ! . o o [HGONHGEN o2 o o1 o o
T I i 0 o o o[B8 o o 0 0 0
197. B 3G B2M Ex.1 SD + Pulse
G.10Go Tg A7 G Gs Ay G3 Ay G4 Ay C T3 C4 As Cs Gy Cg To Gio Gig Az Tz Agg Gis Cis Ci7 Tig Cro Co Az Gzz Gos el
nae
A 0 o - 0 01 0 o o 0 0 o0 o 58l o 589 o o o]o2
(o} 0 0.1 0 0 0 01 0 0 0 0
G -02-02 0 0 0 o1 o o [HGONGE] o2
T 0 -o o 88l o9 o 1 01888 o o o 0 0
198. A 3G B2M Ex.1 SD + BE3 conc. mRNA 3 ug
G19Gy Tg A7 G G5 Ay G3 Ay Gy Ay C T3 C4 As Cs Gy Cg Ty Gyo Gig Az Tz Ay Gis Cyg Ci7 Tyg Cqg Cy Agy G Gz el
nae
A 0 o -01 0.4 7 96 0.1 “ o o 0o o0 [125
c 0 0 o1 0 01 01 01 01 0 0.2 01 01 0 0 0
G 0.1 [SOFNEIA 0.2 - 0.2 35 0.1 0.1 0.2 0.1 0
T 0 - 0 02 01 0 -31.5 0‘2- 0 05 - 0 02 01 0 0
199. B 3G B2M Ex.1 SD + BE3 conc. mRNA 3 ug
G10Go Tg A7 G Gs Ay G3 Ay G4 Aj Co T3 C4 As Cs Gy Cg To Gig Gig Az Tz Agg Gis Cis Ci7 Tig Cio Co Az Goz Gos
A Jo1 o o - 02 05 01 18 01 0 01 0 01 0 0 0 o
c 0 o0 o1 0 02 0 01 0 o1 02 0.1 394 o 02 0 01 01 01 0 0
G o o1 [S5BNGSE] o2 |68 o2 0 41 01 41 01 0 02 0 01 0
T B8] 0o o1 01 0o o o 0.3 0 05 0 0 0 0 01 01
200. A 3G B2M Ex.1 SD + BE4 conc. mRNA 3 pg
G19Gy Tg A7 G G5 Ay G3 Ay Gy Ay C T3 C4 As Cs Gy Cg Ty Gyo Giy Ay Tz Ay Gis Cyg Ci7 Tyg Cqg Cy Az Gpp G el
nae
A 0 01 o [698] 03 1.1 2 0 0 01 02 o o 7
o] 0 0 01 01 0 01 02 01 01 01 0.1 0.1 0 0 0
G [55iNE8tE] 0> S o3 02 26 0.1 0.2 0.2 o1 0.1 o 0 02 o
T 0 0 0 0 0 ;- 0o o [598 03 0 0
201. B 3G B2M Ex.1 SD + BE4 conc. mRNA 3 ug
G19Gy Tg A7 G G5 Ay G3 Ay Gy Ay C T3 C4 As Cs Gy Cg Ty Gyo Giy Agp Tz Ay Gis Cig Ci7 Tyg Cqg Cy Az Gz Gz el
nae
A o1 01 o - 04 14 0 o o[58
(o} 0.1 01 0 0.1 0 0
G - 0.2 - 0.2 26 0.1 0.1 oz
T 01 0 0 0. 0 0
202. A 3G B2M Ex.1 SD + BE4 RNP
G19Gy Tg A7 G G5 Ay G3 Ay G4 Ay C T3 C4 As Cs Gy Cg Ty Gyo Gig Az Tz Ayg Gis Cig Ci7 Tyg Cqg Cyo Az Gap Gz el
nae
A [oz2 02 o - 16 41 0o 1 [998] 27 o 0 01 01[998] o [998] 0 01 o1 o o 8
o] 0 0 o1 0 01 0 02 0 01 214 0 114 01 0 01 01 01 0 0 0 0
G 0.1 [SEHNGEE] 0.2 S8 o 0 26 01 09 2 0 0.2 0.1 o o 0
T 0 0-000.100.10 25 -o .101-110.10 0 0
203. B 3G B2M Ex.1 SD + BE4 RNP
G10Go Tg A7 G Gs Ay G3 Az G4 Ap Co T3 C4 As Cs Gy Cg Tg Gig Gig Az Tz Agg Gis Cis Ci7 Tig Cr9 Co Az Gz Gos
Indel
A foz 01 o - 17 43 02 0 1109836 0 01 0 01 o1 0 0 o 45
o] 02 0 0 o [688] o1 185 o 71 o G o1 o 01 01 0 0 0
G - 0.2 - 0.2 02 02 0 23 01 09 [888] o2 o [6NEEE] 01 o o1 - 0
T o v G oo B o o) B8l o o o [E . o o




204. A 3G B2M Ex.1 SD + coBE4 mRNA 1.5 ug
GG Tg A7 G G5 Ay G3 Ay Gy Ay C, T3 C4 As Cg G7 Cg Ty Gy Gy Az Tyz A Gis Cis Cy7 Tyg Cig Cop Ay Gz Ga

Indel
02 01 0 -21 6.3 0 o1 [699] 03

0 0| 35
01 0 01 0 01 146 0 82 0 0
00
205. B 3G B2M Ex.1 SD + coBE4 mRNA 1.5 ug

-02-02 01 0 04 01 02
G.10Go Tg A7 G Gs Ay G3 Ay G4 Ay C T3 C4 As Cs Gy Cg To Gio Gig Az Tz Agg Gis Cis Ci7 Tig Cro Co Az Gzz Gos

0.1

0.1

0 18 0

-0 >

Indel
A [oz 01 o -16 54 01 o0 0209805 0 o0 o0 o0 o 998 o [898] 0 o0 0 o o o 2
o] 0 0 o1 0 01 0 01 0 0.1 01 165 0 78 01 0 0 0 01 0 0 0.2 0 0
G 0.1 [CEANEEE] o2 7 o 2 01 0 08 01 04 0.1 -0.2 0o 01 o 0o o o oo
T 0 o-o 0 0 0 0 0 o 14 [S50NEEE o B8l o 25-0 o 898l o o o1 o1 [EIBl14 01| 0 o0 o0
206. A 3G B2M Ex.1 SD + coBE4 mRNA 4 ug
G19Gy Tg A7 G G5 Ay G3 Ay Gy Ay C T3 C4 As Cs Gy Cg Ty Gyo Gig Az Tz Ay Gis Cyg Ci7 Tyg Cqg Cy Agy G Gz el
nae
A [oz 02 o -23 6.4 0 0188802 0 0 0 o0 o “ 0 0 o1 o o [27
c 0 0 o1 0 o 0 o1 01269 0 233 o0 0 } 0 0
G -02-02 02 01 04 o |o
T 0 0 - 0 - 0 01 0.1 - 17 0. 0 0
207. B 3G B2M Ex.1 SD + coBE4 mRNA 4 ug
G10Go Tg A7 G Gs Ay G3 Ay G4 Aj Co T3 C4 As Cs Gy Cg To Gig Gig Az Tz Agg Gis Cis Ci7 Tig Cio Co Az Goz Gos el
nae
A [oz 02 o -18 6.9 0 oz-os 0.1 o 0 0 0 o o] 22
o] 0 0 o1 0 01 0 0 0 01 164 0 0 i 0 0
G o o2 [GEEINSEN o> [SEH o2 3 01 0 04 01 o |o
T B8l o o o o o1 o1 o |o 19 [SOENEEE o [ESE -o 0. } 0 0
208. A 3G B2M Ex.1 SD + coBE4 mRNA 4 ug
G19Gy Tg A7 G G5 Ay G3 Ay Gy Ay C T3 C4 As Cs Gy Cg Ty Gyo Giy Ay Tz Ay Gis Cyg Ci7 Tyg Cqg Cy Az Gpp G el
nae
02 02 0 -26 8.8 0 0188801 0 o0 o0 o o 998 o0 998 0 o0 o o o]o8

0 0 o1 0 01 0 0 o0 041 84 0 51 0 04 0 0 0 01 0 0
0.1-0.2-0.2 0 03 0 o041 o o [HGONSESl o1 o o1 o o

i o o o |o.
oo-oooooo 25 [G560ST2] o B8] o 38898l o o o 688l o o o1 o1 688l 31 020 o o

40>

209. B 3G B2M Ex.1 SD + coBE4 mRNA 4 ug
G10Go Tg A7 G Gs Ay G3 Az G4 Ay Co T3 C4 As Cs Gy Cg Tg Gig Gig Az Tz Agg Gis Cis Ci7 Tig Cro Co Az Gao Gos

02 02 o0 |999] 22 6.9 0 01-02 0 “o o 0 o0

0 0 01 0.1 0 0.1
0 03 01
-_- - 0 0.

01-24

0 0 0

0 0 0.1
0 0 0 0 0

0.1

0>

210. B 3G B2M Ex.1 SD + coBE4 mRNA 4 ug
G10Go Tg A7 G Gs Ay G3 Ay G4 Ay Co T3 C4 As Cs Gy Cg Tg Gig Gig Az Tz Agg Gis Cis Ci7 Tig Cr9 Co Az Gao Gos

Indel
A [oz 02 o [688] 25 72 0 02 [998] 04 o0 o o o [998] o 98] 0 o0 o1 o o] 12
c |o o o o o 0 02 0 01 o0 01 208 0 147 0 01 0 0 0 01 0 0 0 0
G 01 0.1 [S7ENSEA o2 [§8] o 01 04 01 02 104 01 0 01 o o0 02 o |o
T o B8l o 0 01 0 o o 28 0o o 0 698 o o o1 01888l 17 01]o0 o0 o
211. A 3G B2M Ex.1 SD + Cas9 mRNA 1.5 ug

G.ipGgo Tg A7 G G5 Ay G3 Ay G4 Ay C; T3 C4 As Cg Gy Cg Ty Gyg Gy Az Tyz Ay Gis Cis Ci7 Tyg Cig Cop Ay Gz Gas
Indel

01 02 04 01 01 01 03 02 [09] 0.3 |99 05 07 07 04 02
0 -01 01 887 03 01 01 04 02 o1 o2 [GEENSES o2
03 03 01 02 01 688 01 o2 [69BNEEE] 04 o5 o4 88N 02 09 02 02 o1
02 0 -0.3 04 04 04 02 |G 01 o1 o2 [888) 03 03 o5 1.1 898 08 01

04 01 01 998 01

01 01 01 0 0 0 01 0 0
o o.1 [658NESE] 03 888 02
01 01888l o o 01 01 01 04

0.1

0

O 0>




212. B 3G B2M Ex.1 SD + Cas9 mRNA 1.5 ug

Gi9Go Tg A7 G5 G5 Ay Gy Ay Gy Al Co T3 C4 As Cs G7 Cg To Gio Gir Az Tis Ay Gis Cig Ci7 Tig Cig Coo Ay G2 G

01 0 o02]998 01 o 0 o2 01 01 0 01 02 041|898 03 |998] 04 06 04 02 0.
02 04 0 0 01 01 0 01 0.1 0.2 [688] 02 01 0 0 03 02 02 04 0.2

0.2 0 02 01 01 o1 [GO7NEEE] 03 02 02 02 07 02 0.1

o o1 [58NGEE] o2 [888] o2 } 0
01 0 -02 04 03 03 01-01 0101 898 01 03 03 o7 [59 05 01

0 0 01 01 0 041

Indel

0.1

0.1

-0 >

213. A3G B2M Ex.1 SD + Cas9 mRNA 1.5 ug
G.10Go Tg A7 G Gs Ay G3 Ay G4 Ay C T3 C4 As Cs Gy Cg To Gio Gig Az Tz Agg Gis Cis Ci7 Tig Cro Co Az Gzz Gos
01 01 o |998] 0 o1 01 02 01 01 0 01 04 041|892 03 [992] 04 06 0.7 04 .

o1 0 0 0 0.1 0.1 0.1 02 01 01 03 02 02 03 03
0 01 02 01 0.1 |GG 04 03 04 03 12 01 03

0 0 o0
o o1 [S55NGSEI o2 [638] 03 3 0. 0
0 01898 o o o1 01 0o 01 o0 |02 o188l o5 07 06 06 01 - 04 01 o1 8981 02 04 06 16 898 09 01

Indel

- OO0 >
o
o

214.B 3G B2M Ex.1 SD + Cas9 mRNA 1.5 ug
G10Go Tg A7 G Gs Ay G3 Ay G4 Ay Co T3 C4 As Cs Gy Cg To Gio Gig Az Tz Agg Gis Cis Ci7 Tig Cro Co Az Gao Gos

0 o1 01898 o o1

01 01 0 0 01 01 0 0

o 0.2 [55NGSEI 0.3 [638] o2
01 01888l o o o o1 0 o1

Indel

02 0.1 03 02 0.2 02 08 041

-03 05 05 04 01 04 01 o2 554 01 03 03 oo |G

0 o2 o1mo.3 04 05 04
0.1 - 04 01 0.1 ﬁ-m

- ® 0>
=)

215. A3G B2M Ex.1 SD + Cas9 mRNA 4 ug
G10Go Tg A7 G Gs Ay G3 Ay G4 Aj Co T3 C4 As Cs Gy Cg To Gig Gig Az Tz Agg Gis Cis Ci7 Tig Cio Co Az Goz Gos
0.3 02 01 03 o1 [J69) 0.3 [898] 0.7 05 06 04
0.2 0.1 02 01 05 02 01 05 0.2
02 02 0.1 03 04 03 03 1 02 02

0
-o.z 07 02 06 01 03 02 02 898 03 05 o6 12 898 08 01

Indel

4O 0>

216. B 3G B2M Ex.1 SD + Cas9 mRNA 4 ug
G10Go Tg A7 G Gs Ay G3 Ay G4 Ay C T3 C4 As Cs Gy Cg Tg Gio Gig Az Tz Ay Gis Cis Ci7 Tig Cr9 Co Az Goz Gos

01 02 01- 0 01

0.1 01 0 01 01 01

0. 0.1-0.3-0.3
0 o-o 0 0 0 0 o1

Indel

03 03 03 0.3

-0.1 05 02 03 01 02 01 o1 |89 02 06 06 1:6-

02 02 041 [998] 04 [998] 04 09 09 06
0.1 0.1 01 03 01 02 05 03
02 07

-0 >
o
o

217. A3G B2M Ex.1 SD + Cas9 mRNA 4 ug
G10Go Tg A7 G Gs Ay G3 Az G4 Ay Co T3 C4 As Cs Gy Cg Tg Gig Gig Az Tz Agg Gis Cis Ci7 Tig Cro Co Az Gao Gos

01 01 o041 [998] 0.1

Indel

02 02 041 03 03 0.2 03 09 02 03 01

-49 05 58 05 03 101 98] 01 05 o4 o8 B9 11 02

0.3 0 o2 01“0.3 06 05 04
0.2 -02 0.1 03 0.1 o.2ﬁ-o.z
0.1

0>

218. B 3G B2M Ex.1 SD + Cas9 mRNA 4 ug
G10Go Tg A7 G Gs Ay G3 Ay G4 Ay Co T3 C4 As Cs Gy Cg Tg Gig Gig Az Tz Agg Gis Cis Ci7 Tig Cr9 Co Az Gao Gos

0.1 [898] 01 o0 02 04 “ 05 05 06 04
01 0 0 01 01 01 o 0.1 04 02 02 04 02
0 o1 [S5ENES 0.3 [698] 03 3 0. 02 0.1 0.1 03 03 02 03 05 01 02 0
- 08 05 09 05 0.1 02 01 02 8981 02 03 03 12 898 06 01

Indel

40>

219. A 3G B2M Ex.1 SD + Cas9 RNP
G.190Ge Tg Ay G5 Gs Ay G3 A G4 Ay C, T3 C4 As Cs G Cg Tg Gio Gig Az Tz Agg Gis Cis Ci7 Tig Cro Cao Azt Gz Gos

01 01 01]998] 0 o 01 o1 02 04 01 01 0 02 041 [098] 04 [995) 04 12 09 08
0 01 01 0 O 0 01 0 887 o1 0.1 0‘1-0.1 0 01 04 01 01 03-02
0 -02-02 03 01 0 01 02 o1 888 o o1 [GSENEET 03 04 o2 [688] 04 1 04 o0
0.1 0.1- 0 0 0 01 0 01 02 0.1 [B88] 04 06 06 05 02-01 01 o1 §68N 03 06 05 11-11 0.4

Indel

O 0>




220. B 3G B2M Ex.1 SD + Cas9 RNP
G19Gy Tg A7 G G5 Ay G3 Ay Gy Ay C T3 C4 As Cs Gy Cg Ty Gyo Giy Az Tz Ay Gis Cig Ci7 Tyg Cqg Cyp Az G Gz

01 04 01- 0 o1 01 03 01 01 0 01 02 01 |09 04 |898) 04 14 09 06 01

0.1 0 0 01 0 o1 0.1 0.1 688 o1 02 0 01 04 02 01 03 0.2
o o1 [55NGEEI o2 [638] 03 02 02 01 01 02 0.1 0.1 - 03 04 02 03 11 02 03 01
02 01887 08 06 1 05 02 - 04 01 02 83l 02 04 05 13 [G88] 09 01

0 0 01 01 0 041

Indel

-0 >

221. A 3G B2M Ex.1 SD + Pulse
G.10Go Tg A7 G Gs Ay G3 Ay G4 Ay C T3 C4 As Cs Gy Cg To Gio Gig Az Tz Agg Gis Cis Ci7 Tig Cro Co Az Gzz Gos

0 0.1 0 0 04 0 0 0 01 0 0 0.1
01 0 02 0 o o [688WHGEN o2 o o1 0 0 o1
s o o

0.1
- 02 - 02

- OO0 >
o

0 - 0

222.B 3G B2M Ex.1 SD + Pulse
G10Go Tg A7 G Gs Ay G3 Ay G4 Ay Co T3 C4 As Cs Gy Cg To Gio Gig Az Tz Agg Gis Cis Ci7 Tig Cro Co Az Gao Gos

0 o - 01 01 01 04 03 0 0 0 0 o 898 o |98 0 o

0.1 0.1 0 0 04 0 0 0 01 0 0
- 02 - 0.2 ! 0 01 01 02 0 o0 02 0 01 0

0 - 0 o B98l24 o 3 0 o1 0o o o[B8l o o o

- ® 0>
=)
o

223. A 3G B2M Ex.1 SD + BE4 RNP
G10Go Tg A7 G Gs Ay G3 Ay G4 Aj Co T3 C4 As Cs Gy Cg To Gig Gig Az Tz Agg Gis Cis Ci7 Tig Cio Co Az Goz Gos

03 02 0 - 25 52 o 1.1 098] 35 0.1
0o 0 oi 01 0 0 0.1 183 0.1 7.
0.1 24 0.1 02 04

-oz-oz

01 0 0

4O 0>

224.B 3G B2M Ex.1 SD + BE4 RNP
G10Go Tg A7 G Gs Ay G3 Ay G4 Ay C T3 C4 As Cs Gy Cg Tg Gio Gig Az Tz Ay Gis Cis Ci7 Tig Cr9 Co Az Goz Gos

Indel
A [o1 01 o |88 17 43 0 o 010698 o [898] 0 o0 01 01 o1 o o[ 48
c 0 0 01 0 0 02 01 02 01 04 214 01 109 04 0 0 0 01 0 0 0.1 0o o0
G 0.1 0.2 [CEENGEH 0.2 - 0.2 26 0.1 104 02 01 0.1 o 0 02 0 o0 |02
T o 998l o o1 01 o1 0 2.3 0 01 o [698 o o o1 0188813 010 o o

225. A 3G TRAC Ex.3 SA + Pulse
AAg Ag Gy T Ts T4 A3 G, G4 Ty To C3 Gy Ts As Tz Cg Ty Gio Tyg Az Az Ay Ass Cig Ci7 Ag Agg Gy Az G Gz

A o o o o 999 o 0o 0 01 01 0 - 0 0o o0 o0
c 0 0 0 0 01 01 0 0 888l o o1 0.4 - 0.1

G 0o o 02[88l o1 01 o o 0 0 0 01 03 0 0
T 0.1 0 03 0 0 0.8

226. B 3G TRAC Ex.3 SA + Pulse
AwAg Ag Gy T Ts Ty A3 G, G4 Ty To C3 Gy Ts As Tz Cg Ty Gio Tyr Az Az Ay Ass Cig Ci7 Ag Agg Gy Az G Gz

o o o o [899 o o 0 01 0 0998 0o 02 0 0 o0
0 0 0 0 01 01 0 0 01888 o o1 o o1 B@@lo1 o o
0

02 [888] 04 01 o0 o o B8 o o o 03 o1 0
0.1 0.6 0.1 0 16 0

40>

227. A 3G TRAC Ex.3 SA + BE4 RNP
AwwAg Ag Gr7 T Ts Ty A3 G2 G4 Ty T C Gy Ts As Tz Cg Tg Gig Ti1 Az Az Ay Ass Cis Ciz Atg Agg Gz Ay G Gos

02 0 0 o [898 01 o1

0O 01 01 0 0 0 0

02898 o o1 01 o
0.1

0 o0 04 01 099801 36 0 0 0O
02 ot @8l o o1 o 01 155 01 0 01 0 .
0o 01@@8Jo1 o o1 76 o 88 o o o1 01 02 0 0 o0 02

O 0>




228.B 3G TRAC Ex.3 SA + BE4 RNP
AAgAg Gy T Ts T4 A3 G, G4 Ty T C3 Gy Ts As Tz Cg Ty Gy Tyy Az Az Ay Ais Cig Ci7 Ag Agg Gy Az G Gz

0o 0 o o [898 o1 o0

0

3.7

0 0

-0 >

229. A 3G TRAC Ex.3 SA + Pulse
C19C9GgCysCsGs5As4C3C2Cq Cyi Ab C3 C4 Ts As Cr Cg Ty Agg Ay Giz Atz Ay Cis Cig Az Tyg Cig Cop T2y G G

03 01 05 [G98NEEE] 01 02 03 0 03 02 05 02

0 01 0 0 03 01 0 0 04 03 01[@@o1 01 0 o 01 06 0 0

0 0o o 01[688lo1 02 01898 o o 02 o o1 o o o028 o o

0 01

40>

230. B 3G TRAC Ex.3 SA + Pulse
C19C9GgCr7CsGs5AsC3CCq Cy Ab C3 C4 Ts As Cr Cg Ty Agg Ay Giz A1z Ay Cis Cis Az Tyg Cig Cop T2y Gz G
0 0 01 01 0.1 - 01 01 01 0 0 01 0.2 0.1

01 0 o0 o1 01 04 0@ o o o o o 01 0 o0

0 ) )
0 0 0 0 0 01 0 3 06098 o 13 11898l o o o o o o o o B8 o o

0 0 0
0.1

0

0>

231. A 3G TRAC Ex.3 SA + BE4 RNP
C19C9GgCs7CsGs5A4C3C2Cq Cyi A C3 C4 Ts As Cr Cg Tg Agg Ay Giz A1z Ay Cis Cig Az Tyg Cig Cop T2y G2 G

A 03698 01 0 o 03 16 02 - 44 45 -_- 01 01 0
o] 0 0 0.1 276 334 0 0 o1 01 04

G o [698] o1 0 0 15 52 01 05 0.1 - 01 0 0 0 0 01 0 0
T 0 01 01 0 0.1 0o 0o o 02 o o [897o3 o1

232.B 3G TRAC Ex.3 SA + BE4 RNP
C19C9GgCsCsGs5As4C3CCq Cy A C3 C4 Ts As Cr Cg Ty Agg Ay Giz Atz Ay Cis Cig Az Tyg Cig Cop T2y G G

0.3 [898] 02 01 0 04 14 02998 47 51 0 |9941999 0.1 [99:81998] 0 o0 0
0.1

0o 01 01 O 0 041 0.1
0 0 0 0 01 0

4 0 0 22 57 01 05 o [@@Blot o o 0 01 01 o0
01 0 0 0 02 01 01 03 0 01|01 0 124 27.2[90% o [GEBNEAENEIEl o o o1 o0 o o1 o o [88 03 o4

40>

233. AB2M Ex.1 SD OnT + Pulse
GG Tg A7 G G5 Ay G3 Ay G4 Ay C; T3 C4 As Cg G7 Cg Ty Gy Gy Az Tyz Ay Gis Cis Cy7 Tyg Cig Cop Ay Gz Gas

0.2
0.2 0.1 -

0.1 02

0.1 0.1
Foz 02 01- 0 o

o-o 0

0 0 02 0 o041

03 0.1 - 0.2 |88 o2
0 0 o

0 o [886] o o o1

0 05

o-o 0 01

- ® 0>
o
o
o

234. A B2M Ex.1 SD OT1 + Pulse
ATy Tg C7AsgGs5Cyqg A3 T2 Cq Ty C T3 Gy C Cs C; Cg Ty Gyo Gig Az Tz Agg Gis Cig Ci7 Tig Cqg Cy T21 G2 Gz

0 01-0

0 0 01 01 0 0

- ® 0>
o
o
o o
o
o

235. AB2M Ex.1 SD OT2 + Pulse
T140Co GGy T Cs5 Cy Az Cp Gy Aj C; T3 C4 As Cg C; Tg Tg Cio Ci1 Az Tiz Ag Gis Cig Ciz T1g Cig Coo Azr Gz Gas

A 0 0 998 o 0.1 0
c o1 - 0 0.1 - - 0 - 0.2 0.1

G |o1 _ 0 0.1 0.1 0 0 01 0
T 00 01 - 00 0 o1 0o o [998l o o os




236. AB2M Ex.1 SD OT3 + Pulse

T40Co Tg T7 Gs G5 C4 Az G, Ay

0.1 01

-0 >

0
0 0
0

Gy

C, T3 C4

Cs

Ts

Gr

Cs

Tg Gio C11 Az Tiz Ay Gys Cie Ci7 T1g Cig Coo

0.1

01 0 0

0

0

0.3 [688INGEN o.1

0

0

-

0 0
01 0

237. AB2M Ex.1 SD OT4 + Pulse

AoAg Ag T7 G5 C5s Ay G3 T,

0.1 [688] o3 0 01 0 0 01 0.1
02 01 0 0 01 01 0.1 688l o o [598 02 o 0.1
T1 Ty C T3 C4 As C¢ T; Gg Tg Gio Gi1 Ti2 Tiz Ay Gys Cie Ci7 T1g Cig Coo

0 0 041

0
0o o o [598] o

- OO0 >
o
o
o
o
o

238. AB2M Ex.1 SD OT5 + Pulse

TioTo Tg T7 Ag Ts G4 G3 Cy2 Ay Ty Co T3 C4 Ts Co A7 Cg Tg Gigp Gi1 Az T13 Ags Gis Cig Ci7 Tig Atg C T21 Gz G
A 0 o o o988 0 o o o 0 0 o0 o0 0 o 0 0 o 0 0 o1 01 o
C |02 0o 0 0o 0 06 0 0 0.1 [88%8] o2 [GEN o2 0 01 0 0 0 0 0 0 [
G |01 01 01 0 0 0 0o 0 0 0 01 0 01 0 04 01 0 01 0 0 0 01
T 0 0 0 04 0 o [898] o o o1 o5 888 o
239. AB2M Ex.1 SD OT6 + Pulse
TioTo Tg T7 Ag Ts G4 G3C2 Ay Ty C T3 C4 Ts Co A7 Cg To Gigp Gi1 Az T1z Ags Gis Cig Ci7 Tig Atg C T21 Gz G
A 0 o o o888 0 o o o 0 0 o0 o0 0 o o0 o o 898 o |98 0 o1 o1
C |02 0o 0 0o 0 06 0 0 0.1 [88%8] o2 [GEN o2 0 01 0 0 0 01 0 0
G |01 02 01 0 0 o0 0 0 01 0 01 0 01 0 04 01 0 01 0 0 01 o0
T 0 0 0 04 0 o [898l o o o o6 898 o
240. A B2M Ex.1 SD OT7 + Pulse
TioTo Tg T7 Ag Ts G4 G3C2 Ay Ty Co T3 C4 Ts Co A7 Cg Tg Gip Gi1 Az Tiz Ags Gis Cig Ci7 Tig Atg Cy T21 Gz G
A 0 o o o888 0 o o o o1 0 0 o0 o041 01 0 o o [998 o [988] 0 02 02 o
C [0o2 0o 0 0o 0 06 0 0 0.1 [68%8] 0.2 8818 0.2 |68 o 01 0 0 0 0 0 0 [
G |02 02 01 01 0 0 01 0 01 0 01 0 01 0 01 01 0 01 0 0 0 01
T 0 0 0 04 0 o [898 o o o o5 888 o
241. AB2M Ex.1 SD OT8 + Pulse
T10Ag GgCy Ts Cs Gy G3G2Cq Al G C3 C4 As Cs C; Cg Tg Gyo Gii Az Gz Ayg Gis Cis Ci7 T1g Cig Coo Goy Gz Gz

0>

242. A B2M Ex.1 SD OT9 + Pulse

40>

A1 CqoCs A7 Ag As Ay G3Cy Ay Aj C T3 C Cs Cs G Cg Tg Gig Gig Az Az Ay Gis Cis Ci7 Tig Grg Co Az Gao Gas
Indel
03 0 01 02 01 01 01 0.1 0.1 |990N000N007 02 02 04 01 0.1 o o] o
2 [GoENEeNEE o.1 02 0 0 o0 0 o 0.2 0 o0
0 09 0 0 0 0 05 01 0 02 01 0 12 0.1
o 888l o o o1 01 o0 01 01 0 0 01 01 0 0 0 01
243. A B2M Ex.1 SD OT10 + Pulse
T10wCo Tg CyrCps Ts Ty T3 G2 Aq Cp Cp T3 C4 Cs Cg Gr Cg Ty Gip Ti1 Giz T1z Ag Gis Ci Ci7 T1g Cig Coo T2q Gz Gz
Indel
A [o o o 0o 0o o o o o 0O 0 0 0 0 01 0 0 0 0 o0 o0 [998 0 0 01 of o o o] 0
C |03 [688] o [GSENEEE] 0.1 o1 o o0 0.2 [GSIGNNA00NSE8] o [888] 01 o o1 o o1 o o [GSENGEE] o2 01 0 0
G 0 0o o1 o o o o o @@@o2{0 o 01 0o o0 o 0o 03888 02 888] o 01888 o o o 0.1
T 01 _o0]o o |8 o o o1 01 o1 0.1 0.1 0o o o1 01888 0o o 01 02




244. A B2M Ex.1 SD OnT + Cas9 mRNA

G.190Go Tg A7 G Gs Ay G3 Ay G4 Ay C T3 C4 As Cs G Cg To Gig Gig Az Tz Ay Gis Cis Ci7 Tig Cro Co Az Gzz Gos
Indel

02 02

0.100-00 0 o1 01 01 0 0 01 o0 |995) 01998 0 1 08 02
0 041 o1 0

0.1 o [888l o1 01 0 01 02 01 0 0.1 0.4
-02-02 01 0 02 0 o 02 [658NGE8l 02 02 o1 105 02 01 0

0 01 0 01 ; o 887 o o1 01 o 0188 o o o188 o o4 o7 14 898 06 01

-0 >

245. AB2M Ex.1 SD OT1 + Cas9 mRNA
ATy Tg C7AsgGs5Cyqg Ay T2 Cq Ty C T3 Gy C Cs C; Cg Ty Gyo Giy Az Tz Ay Gis Cig Ci7 Tyg Cqg Cy T21 Gap Gz

A 0 0.1 - 0o o - 0 0 0 01 01 0 0 0 0
Cc 0. 0 01 0 o0 01 0O 0 ©

G o 0 o o o o o [S56WGEN 01 o o1 0
T 0 o 001 01 o [B88lor o o 0

246. A B2M Ex.1 SD OT2 + Cas9 mRNA
T10Co GGy Ts Cs5 Cy Az Cpr Gy Al Co Tz C4 As C¢ C; Tg Tg Cio Cy1 Az Tiz Ayg Gis Ci Ci7 Tig Cio Coo Az Gz Gz

> B 5 _-—-300

0 0 0

0.1 )
0-000.40-000-0 o o 898l o oo o o1

o
o

01 0 0 0 0

400>
o g

o o

o o
o
2
o

o

= o

247. A B2M Ex.1 SD OT3 + Cas9 mRNA
T Co Tg T7 G G5 Cqs A3 G2 Ay Gy Co T3 C4 Cs Tg G Cg Tg Gip Ci1 Az T13 Ags Gis Cig Ci7 Tig Cig Co T2t Gz G

0.1 0 0 0 0
0

0
o [698] 01 o [598 o1

4O 0>

248. A B2M Ex.1 SD OT4 + Cas9 mRNA
AyAg Ag T7 G Cs Ay Gs3 Ty T4 Ty C T3 Ci As Cs T7 Gg Ty Gyo Giy Tiz Tz Ayg Gis Cig Ci7 Tyg Cqg Cy T21 Gao Gz

A 0o o1 0 o1 01 0 0 0 0 0 o0 o 998 0 o1 01 o
c 0 0 0.1 [88%] 0.1 0.1 04 0 02 0 0 01 0O 0 0 0.2
G 0 o 0 o . 04 0 o1 o 0o o0 o
T 00 0o o o1 o [558 o

249. A B2M Ex.1 SD OT5 + Cas9 mRNA
TioTo Tg T7 Ag Ts G4 G3 C2 Ay Ty Co T3 C4 Ts Co A7 Cg Tg Gip Gi1 Az T1z Ags Gis Cig Ci7 Tig Atg C T21 Gz G

0 0o o o888 o o o 0.1 0 ot 0.1000“00.10.20
02 0 0 0 o0 12 02-02-02- 0 0 0 01 0 0 0.4

03 03 02 0.1 0 0 01 0 01 01 0 01 01 0 0.1 0

0o 0 o
0 0 0 04 0 o [898 o o o1 11 [888 o

0

0>

250. A B2M Ex.1 SD OT6 + Cas9 mRNA
TioTo Tg T7 Ag Ts G4 G3C2 Ay Ty C T3 C4 Ts Co A7 Cg To Gip Gi1 Az T13 Ags Gis Cig Ci7 Tig Atg C T21 Gz G

0 o0 o0 o888 o o0 0 o1 0 “ 0
. ! .-02-01- 0.1 0 -o

01 01 01 O 0 0 0 01| 0 0.1 0.1

0o o
0 0 0 o-o o 15 [898] o

0

- ® 0>
1<)
)
o
o
o
o
N
>
o
o
o
o

251. AB2M Ex.1 SD OT7 + Cas9 mRNA
TiwTo Tg T7 Ag Ts G4 G3C2 Aq Ty C T3 C4 Ts Co A; Cg Ty Gio Gi1 Az Tiz Ay Gis Cis Ciz T1g Agg Coo T21 Gz Gz

Indel
A [0 o o o8 o o o o1 0.1 19958] 0.1 0 o“o 01 01 0 o o o
c oz o o o o 11 o o |88 o 02-02-02- -01 o o1 o o [GOBNGEE o 0 0
G |02 02 01 o1 o o [GSBNEEE] o o 0o 01 04 -0.1 0o 01 0 0 01 01 0
T . . o o 0-0.1 0o o898l o o o 09888l o o 04 0.1




252. AB2M Ex.1 SD OT8 + Cas9 mRNA

T10Ag G Cy Ts Cs5 Gy G3G2Cq Aj G C3 C4 As Cg C; Cg Tg Gyo Gyy Az Gz Ayg Gis Cig Ci7 T1g Cio Coo Goy Gz Gas
Indel

0.1

253. AB2M Ex.1 SD OT9 + Cas9 mRNA
A9gCqg Cg Ay Ag As Ay G3C,y Ay Aj C T3 C4 Cs Cg Gy Cg Ty Gy Gy Az Az Ay Gis Cis Cy7 Tyg Gig Coo A1 Gz Gos

Indel
A 01 0 0 01 0 01 0 01 o0 |G900M000997 04 05 11 01 0 o o] o
c 02 03 01 0.5 [00NSEENEEEl o 02 0 0 0 0 0 01 0.2 0 o0
G 0 04 0 0 0 o o [698NEEE] 01 o o3 01 0 02 0.1
T 0o o |8 o o1 0 o o 0 0 0 0 0 0 0 0 0 0
254. AB2M Ex.1 SD OT10 + Cas9 mRNA
T Co T C7Cs Ts T4 T3 G2 Aqy C Co Ty C4 Cs Cs G7 Cg Ty Gio Tiy G2 Tiz Ay Gis Cie Ci7 Tig Cro Coo To1 Gz Gog el
nae

0 o 0 o1 0-01
_

0o o0 -03 0.2 -
0.10-0 o-oo

255. AB2M Ex.1 SD OnT + BE4 mRNA
G10Go Tg A7 G Gs Ay G3 Ay G4 Aj Co T3 C4 As Cs Gy Cg To Gig Gig Az Tz Agg Gis Cis Ci7 Tig Cio Co Az Goz Gos

Indel
A [oz 02 o - 22 68 0.1 16 [908] 79 o0 o o 01698 o [958 o o o o[ 84
c 0 0 o1 0 02 0 02 02 03 . 2 0 04 0 01 03 02 0 0 0o o0
G o o1 [G7ENSEE] o> [S5H o2 0 02 0 01 0
T 0 0 01 0 01 0 0o 01 o [B8F o 0o

256. A B2M Ex.1 SD OT1 + BE4 mRNA
ATy Tg C7AsgGs5Cyqg Ay T2 Cq Ty C T3 Gy C Cs C; Cg Ty Gyo Gig Az Tz Ayg Gis Cyg Ci7 Tyg Cqg Cy T21 Gao Gz

01 02 03 02 01 0 01 0 898 o |00 0.1 o.1

A 0 o1 03698 o0 02-01

c 0 -01 0 0 0 02 0 0 01 0O 0 0
G o 0 0o 0o 0o o0 o1 0.1 0 0
T 00 0 0 01 01 0 - 0

257. AB2M Ex.1 SD OT2 + BE4 mRNA
T10Co GGy Ts Cs5Cy Az Cy Gy Aj Co T3 C4 As Co C; Tg Tg Cio Cy1 Az Tiz Ag Gis Cis Ciz T1g Cio Coo Ay Gz Gz

Indel
A 0o 0 0 0 0 0 0 Jio] o 899 o o o
& |o EELe o o NE o N o
G o o [HoONSEEl o o o 0 o 0
T 0o o o [588 o o o-oooo-oo 0 0 0
258. A B2M Ex.1 SD OT3 + BE4 mRNA
T Co Tg T7 G G5 Cys Az G2 Ay Gy C T3 Cy Cs Tg G Cg Tg Gip Ci1 Az T13 Ags Gis Cig Ci7 Tig Cig Co T21 Gz G el
nae

0.1

0.1 0 0 0.1
0 0 0 0 0 0.1 0

0
10
0
04 0 o 898l o o1 o o [8F o o

0 0

40>

259. A B2M Ex.1 SD OT4 + BE4 mRNA
ApAg Ag T7 G Cs Ay G T2 Ty Ty C T3 Ci As Cg Tr Gg Tg Gig Gig Ti2 Tz Agg Gis Cis Ci7 Tig Ci9 Co Tar Gz Gas

Indel
A o o o o o 0 0o 0 0o 0 o o [898 o 0 o o o] 0
o] 0.1 [Gal o.2 0 02 0 01 0 0 02 01 0 - 02 02 0 0
G o o o o o1 o o |68 o [HGONEES] o0 o o1 - 0 0 0
T . 0o o [G98NSS8] o o o1 o - 0o 00




260. AB2M Ex.1 SD OT5 + BE4 mRNA

-0 >

TioTo Tg T7 Ag Ts G4 G3C2 Ay Ty Co T3 C4 Ts C¢ A7 Cg Tg Gip Gig Az Tiz Ags Gis Cis Ci7 Tig Atg Cz T21 Gz Gos

Indel

0

0o o o o OO o o
01 0 0o o 0 03
0.4 01 0.1 0

0 0

. . . 0o o 0
o o ot o o1 o ot o o1 [G6GWHGE] 01 o o 0

261. AB2M Ex.1 SD OT6 + BE4 mRNA

40>

TioTo Tg T7 Ag Ts G4 G3 C2 Ay Ty Co T3 C4 Ts C¢ A7 Cg Tg Gip Gig Az Tiz Ags Gis Cig Ci7 Tig Atg Cy T21 Gz G el
nae

0 0 0 0 0.1
0 0 0 03

02 01 0 0

262. AB2M Ex.1 SD OT7 + BE4 mRNA

0>

TioTo Tg T7 Ag Ts G4 G3 Cy2 Ay Ty Co T3 C4 Ts Co A7 Cg Tg Gigp Gi1 Az T13 Ags Gis Cig Ci7 Tig Atg C T21 Gz G el
nae

0 o o o [0l o 0o 0 0 0 o0 o0 o o0 o o 899 o [898] 0 o1 01 o
0 o 0.1 [888] o.1 [G0] 0.1 688 o 0o 0 0 0 0 oﬁ-o 0
0 01 0 o

01 0 0 0.4
0.1 0.1

01 01 01 0 0 0 0o o 0 0 0 0
0 0 0 0o o o 888 0o o o o4 [88 o

263. AB2M Ex.1 SD OT8 + BE4 mRNA

T10Ag GgCy Ts Cs Gy G3G2Cq Al G C3 C4 As Cs C; Cg Ty Gyo Gii Az Giz Ayg Gis Cis Cy7 T1g Cig Coo Goy Gz Gz

Indel

0 o o

0 0 0 0o 0 0 0 0 o0
0.2 [G0Y o.2 o o

0 0 o 0 0 0 0 0 0 0 0

264. AB2M Ex.1 SD OT9 + BE4 mRNA

40>

A1 Co Cs As Ag As Ay G3Cy Ay Aj C T3 C Cs Cs G Cg Tg Gig Gig Az Az Ay Gis Cis Ci7 Tig Gro Co Az Gaz Gos

Indel

0 0 0
0 0
0 0

03 02 02
0 01 041

0.4
0.1

265. AB2M Ex.1 SD OT10 + BE4 mRNA

0>

T4 Co9 Tg C7C6 Ts Ty T3G2 A4 C C T3 Cy Cs Co G Cg Tg Gyp T4 Giz T1z Ags Gys Cig Ci7 Tig Cig Co T21 Gz G

Indel

o 0 o1 0 o0 o998 0 0 0 o

02 0 02 0 01 O 0 0.2

0 o o [B88] o o o 0 0 o
0 0 0o o o1 o |88 o

0
0.2
0

o o 0 0 0 o0 o
[iG3) o> [HGGNNGOY 0.2 0.1 0.1
o 0o 0 0 0

0 0

266. A TRAC Ex.3 SA OnT + Pulse

40>

AwAg Ag Gy T Ts Ty A3 G, G4 Ty To C3 Gy Ts As Tz Cg Ty Gio Tyr Az Az Ay Ass Cig Ci7 Ag Agg Gy Az G Gz

o o o o888 o oo o888 o o o o o

0 01 0 0 01 o o1 [HOOf o1 o o
0

04 01 0 0 o B8 o o o1 0 0
0 . 0 0 0

Indel

o
o
o

267. ATRAC Ex.3 SA OT1 + Pulse

O 0>

T To Tg T7C6Cs Ty T3 Ay Cqy Ty T2 G3 Gy Gs As T7 Cg Tg Tio Ti1 Az Az Aig Ats Cis Ciz Ag Agg G Go1 Gz Gz

0 0 o0 o0 0998 o 01 0 o0

o4 0 o o o o o01[@@8o1 o o o o o1

o [69NE8I8NE88] 01 01 o 01 0 0 0 01 01

Indel




268. A TRAC Ex.3 SA OT2 + Pulse
AyGy Tg A7 G G5 Ty A3 T2 Cq Ty G Ay Gy Cs As Tz Cg Ty Gio Tyy Az Az Ay Ais Cig Ci7 Ag Agg Gy Tz1 Gz Gz

Indel
A o o988 o o o [0 o o] o0 o |98 o o1 o 0o 0 01 o 0 o1
c 0 0 0 o o o 0 o0 o o188 o o o1 o o o o1 0
G o2 0 01 0.2 0 0o 0 0 o0 0 0 01 01 02 0 0 0t
T 001 0 0 0 o0 0 0 0 0 0 0 0 0 0

269. A TRAC Ex.3 SA OT3 + Pulse
G19GoyCps T7 T Cs5 Ay G3C,Cq Ty T C3 Ty As As Tz Cg Ty Cio Ti1 Az Az Ay Ais Cig Ci7 Ag Agg Gy Tz Gz G

Indel
0 0 0 0 0 0
0 0 0.1 0 0
0

0 o 0 01
02 01 o [S9ENGER] o o

o
o
o
o

01 0 0 0 0

01-01-0 01 0 0
0o o

0 02 0

o
IN)
o
o

40>

270. A TRAC Ex.3 SA OT4 + Pulse
Ao Co Ag G7 T Gs Ty T3 T2 Ay Gy T G3 Gy Ts As Tr Cg To Gig Cit Az Az Ay Ais Cis Ci7 Atg Agg Gz G21 Gz Gas

Indel
A 0 0
(o} o 0 o0 o0 0
G 01 0 01 0 0
T 0O 0 0 0 0 0 0

271. A TRAC Ex.3 SA OT5 + Pulse
G19GyCsC7 T Cs Ay Gs3 Ty, Ty Ty C C3 Ty C5 As Tz Gg Ty Gio Tyr Az Az Ay Ass Cig Ci7 Ag Agg Gy Az G Gz

Indel
A 0 0
C 0 041 0
G 0
T 0

272. A TRAC Ex.3 SA OT6 + Pulse
GioAog Tg A7 Ag Gs Ay A3 G, Ty Ty Co T3 Gy Cs As Tr Cg To Tio Ty1 Az Az Ay As Cis Ci7 Atg Agg Gz Tar Gaz Gos

Indel

0
0.1
0.1

o o 0o o o o o1o1[688 o1 o o 01[@88lot o o o o 0 o 0 o0

01 o o o1 [0l o o 0ot o o1 0 0o 0 0 01 0O 0 O 0 0 01 O 0 0 01

o B8l o o 0o o o o

40>

273. ATRAC Ex.3 SA OT7 + Pulse

CioAg Tg A7 T G5 T4 C3 T, T4 Ty To T3 Gy Ts Tz Cs Ty Tio Ti1 Az A1z Ay Ass Cig Ci7 Ag Tig Gy T21 Gz Gz

As

o 888 01 01 0 o0 o0 02 03698 o0 o
0 o o
0
0

Indel

0 0 0

02-02 0

0.2

0188l o2 o o o o o o

0>

274. A TRAC Ex.3 SA OT8 + Pulse
T190GoGg A7 G As Ty G3C T4 Ty To C3 Ts Ts As T7 Gg To Gip Ti1 Giz Az As Ats Cis Ci7 Atg Atg G G21 Gz G

ooooo-oooooo

o o1 B o1t o o o o 02 0 o1 o o

0-01 0

0 0

Indel

40>

275. A TRAC Ex.3 SA OT9 + Pulse
G19GgAg C7 T Gs Gy C3 An Ty C T C3 Ty C5 Tg Tr Cg To Gig Ti1 Az Az Ay Ass Cis Ci7 Atg Agg Gz Az G Gos

01 01 0 0-01 0 0 0

O 0>




276. A TRAC Ex.3 SA OT10 + Pulse
Ti9Go9gGgCyq TsgCs5 Ty Ty Ty Ay Ty Gy Gy Gy Ts Tg Tr Cg To Tio Tir Az Az Ay Ats Cis Ciz Atg Arg Gao Gz1 Gz G

Indel
A [o o o o o o o o o 0o 0 0 0 0 0 o0 01 0 oo o o] o
c |0 o o 0.1 01 0 0 01 0o o B88lo1 o 01 0 o o0 o0 o o oo o o
G |o 0 01 0 01 0 0 0 0 0 0 0 0 0 0 01 0 0 0
T 01 0 0 0 0 0 0 0 0 0 0
277. A TRAC Ex.3 SA OnT + Cas9 mRNA
AAg Ag Gy T Ts T4 A3 G, G4 Ty To C3 Gy Ts As Tz Cg Ty Gy Tyg Az Az Ay Ais Cig Ci7 Ag Agg Gy Az G Gz el
nae

A 0 0 o0 o8 o o01]0 02 01 01 03]998 01 01 01 01
c [ o o o288 o1 o
G 0.2 0 01 01 01 041

T

0.1 0.1 0.1

278. A TRAC Ex.3 SA OT1 + Cas9 mRNA
TioTo Tg T7 CCs5 Ty T3 Ay Cqy Ty T2 Gy Gy Gs As Tr Cg To Tio Ti1 Az Az A Ats Cis Ci7 Atg Arg Ggo G21 Gz Gz

0>

279. A TRAC Ex.3 SA OT2 + Cas9 mRNA
AqoGo Tg A7 G G5 Ty A3 T2 Cq Ty G Ay Gy Cs As Tz Cg Ty Gio Tyr Az Az Ay Ass Cig Ci7 Ag Agg Gy Tz Gz Gz

01 o [998] o1 o1 0.1 [898 o 0o 01897 o 01998 0 o1 0 01 o

0 0 0 0O 01 0 01 0 02 01 0 0 041 0 01 0 0 0
0.1 0 01 0 0 0.1 . A 0 0

0

0

4O 0>

04 887 o o 01 04 0.1
04 0 01 0 0

0102 G0N o1 0

0

280. A TRAC Ex.3 SA OT3 + Cas9 mRNA
G19GoyCps T7 T Cs5 Ay G3C,Cq Ty To C3 Ty As As T7 Cg Ty Cio Tyg Az Az Ay As Cig Ci7 Ag Agg Gy Tz Gz Gz

o 0 0 o0 o0 o1 0 0 o1 100 100

0o o 02 01 0 o 0o o
o 01 0 0 o1 0

02 0 o [S97NSS8l o o

0 01 0 0 0

0 o1
1 [888] o2 0o 0 0 o 0
0

0.
0 0.2

o
o

0 0
58] o
0 o

0.1

0
0 0

40>

0 0

281. A TRAC Ex.3 SA OT4 + Cas9 mRNA
AqoCo Ag Gy T G5 Ty T3 To Ay Gy To G3 Gy Ts As Tz Cg Ty Gyo Ci1 Az Az Ay Ass Cig Ci7 Ag Agg Gy Gy Gz Gz el

nae
0 o 0o o1 01 o01] 02

0o 0 o 0
02 01 02 0 0 04

0>

282. A TRAC Ex.3 SA OT5 + Cas9 mRNA
G19Go9 CsC7 T Cs Ay Gs3 Ty, Ty Ty C C3 Ty C5 As Tz Gg Tg Gio Tyr Az Az Ay Ass Cig Ci7 Ag Agg Gy Az G Gz

Indel

0 01 o o 0]o o0 01 o o098 0 0o o0 o0 o

0.2 0 o 02 02|01 [SO6NEES] 02 B8] o o1 o 02 o 01 o o o1 o1 [S5ENGEEI o o

o o o1 o 0188 o ofo0o o o0 01 0 01 o1 0 0 01 01 01 02 0 0 01 02

02 02 o1 o B o o o1 0o o 8 o o 0.1 0 0 0 0 0 0 0 0 0

0.1
0

0.1
0

0.1 0.1

40>

283. A TRAC Ex.3 SA OT6 + Cas9 mRNA
GioAg Tg A7 Ag Gs Ay A3 G T4 Ty Co T3 Gy Cs As Tr Cg To Tio Ti1 Az Az Ay Ass Cis Ciz Atg Agg Gz Tar Gz Gas

067067 185557888] 0> o3 61888 o
s o o

O 0>




284. A TRAC Ex.3 SA OT7 + Cas9 mRNA

-0 >

CioAg Tg Ay T G5 T4 C3 T, T4 Ty To T3 Gy Ts As Ty Cg Tg Tyo Tiy Az Az Ay Ags Cis Ciz Agg Tig G Tor Gz Ga

Indel
o JM00J 01 02 01 0 0 02 04 - 01
01 0 01[@88 o1 o o o o o o 0.1

0 01 01 02 O 0 041

0 0 0

0.1 -01 0.1

0.2

285. A TRAC Ex.3 SA OT8 + Cas9 mRNA

40>

286. A TRAC Ex.3 SA OT9 + Cas9 mRNA

0>

Ti9Go9gGg Ay G As T4 G3C Ty Ty To C3 Ts Ts As Tr Gg Tg Gip Ti1 Giz Az Ay Ats Cis Ci7 Atg Arg Gz Gz1 Gz G

Indel
0 0 0 01 0
o1 80N 01 o 0
0o 0

o [598l o

G19GogAg C7TsGs5G4C3 A T4 Cy T C3 Ty C Tg T; Cg Ty

T

01 01 0 0 01 0 0 0

Indel

287. ATRAC Ex.3 SA OT10 + Cas9 mRNA

4O 0>

T19G9GgCyq TegCs Ty Ty Ty Ay Ty G Gy Gy Ts Te Tr Cg To Tio Ti1 Az Az A Ats Cis Ci7 Atg Atg G G21 Gz G

Indel

288. A TRAC Ex.3 SA OnT + BE4 mRNA

40>

AAg Ag Gy T Ts T4 A3 G, G4 Ty To C3 Gy Ts As Tz Cg Ty Gy Tyg Az Az Ay As Cig Ci7 Ag Agg Gy Az G Gz

o 888 o
. 0

02 01 02 0
0 0 0 0 02 01 0 0

289. ATRAC Ex.3 SA OT1 + BE4 mRNA

TioTo Tg T7 CCs5 Ty T3 Ay Cqy Ty T2 Gy Gy Gs As Tr Cg To Tio Ti1 Az Az Ag Ats Cis Ci7 Atg Arg G Gz1 Gz G

Indel
0 o oo o of o

0o 0 o0 0

0.1 0 01

0 0 0 0 0 0

290. A TRAC Ex.3 SA OT2 + BE4 mRNA

AqoGo Tg A7 G G5 Ty A3 T2 Cq Ty G Ay Gy Cs As T7 Cg Ty Gio Tyr Az Az Ay Ass Cig Ci7 Ag Agg Gy T21 Gz Gz el
nae

40>

0 o-o o o888 o oo o [998 o o-o

0 0 10 o .

oz-o 0.
o-o

291. ATRAC Ex.3 SA OT3 + BE4 mRNA

O 0>

G190GgCs Ty TsCsAsG3C2Cq Ty T C3 Ty As As Tr Cg Tg Cio Ti1 Az Az Ay Ass Cis Ciz Atg Agg Gz Ta1 Gz Gos

0 o o o0 o o |999 o2 ooo.1o- 01 o
o o [60) o1 o [HGE o o 01 01688 o o

o o o o o84 o o 0 o0
04 03 o [S98I00] o o0 04 o0 o

Indel

0.1

0 0




292. ATRAC Ex.3 SA OT4 + BE4 mRNA

ACogAg Gy T G5 Ty T3 To Ay Gy To Gz Gy Ts A Tz Cg Ty Gyo Cit Az Az Ay Ais Cig Ci7 Ag Agg Gy Gt Gz G
Indel

-0 >

293. ATRAC Ex.3 SA OT5 + BE4 mRNA
G19GyCsCy T Cs AyGs3 Ty, Ty Ty C C3 Ty C As Tz Gg Ty Gio Tyg Az Az Ay As Cig Ci7 Ag Agg Gy Ay G G

Indel
A 0o 0 0 0
(o} 0 01 0 01 O
G 01 0 0
T 0 0 0

294. A TRAC Ex.3 SA OT6 + BE4 mRNA
GioAg Tg A7 Ag Gs Ay A3 G, Ty Ty Co T3 Gy Cs As Tr Cg To Tio Ti1 Az Az Ay Ais Cis Ci7 Atg Agg Gz Tor Gz Gos

o 0o 0o 0 0 0 0 01
o o o ot o o
o B8l o o o o o o

0>

295. A TRAC Ex.3 SA OT7 + BE4 mRNA
CioAg Tig Ay TgGs T4 C3 T, Ty Ty To T3 Gy Ts As T; Cg To

A 0 05 01 0
c 02 684 02 o
G 0 02 o1
T

296. A TRAC Ex.3 SA OT8 + BE4 mRNA
T19Go9Gg Ay G As T4 G3Cy Ty Ty To C3 Ts Ts As Tr Gg To Gip T4 Giz Az Ay Ats Cis Ci7 Atg Agg Ggo Gz1 Gz G

A o o0 01 o0 oMl 0o o 0 0 o0 o 0 o1

c o oB8lot o o o o 0o 0 o2 o 0o o0 0 o0
G 0 -01 001 0 0 0 0
T 0o 0 0 0 0 o0 0

297. A TRAC Ex.3 SA OT9 + BE4 mRNA
GipGg Ag C7 Ts G5 G4 C3 Ay T4 Cy T, C3 T4 Cs Tg T; Cg Ty Gio Tig Az Az Ay Ats Cis Ciz Atg Agg Gy Azi Gz Gas

Indel
02 0.1 0 0 01 01 01
0 0 041 0.1 0
02 0 0

04 03 0 0 03 01 0 0

0>

298. A TRAC Ex.3 SA OT10 + BE4 mRNA
T19Go9GgCyq TsgCs5 Ty Ty Ty Ay Tt G Gy Gy Ts Te Tr Cg To Tio Ti1 Az Az A Ats Cis Ci7 Atg Atg Gz G21 Gz G

Indel
c 2 0o o o o [GOBNSEE o
G 0 01 01 01 0 0 01
T 0 0 0 0 0 0 0
299. APDCD1 Ex.1 SD OnT + Pulse
C0Cq9 GgCy7CsGs5A4C3CyCyq Ci A C3 C4 Ts As Cr Cg Ty Agg Ay Giz Az Ay Cis Cig Az Tig Cig Cop T21 Gz G
Indel

0-0 o B8] o o o [ESENSE o [S5ENGSE] o o A 0 o ofo o o[ 0
o o1 6500888 o o1 o1 o o1 o1 JHOONAGEN 02 0.1 0o 0 0

0 -o 0-01 . o o o o o 01 o 01[@8lot o o o 01 02 0 0 |01

0 0 01 o 898l o o o 898l o o o o o o o o B8 o o 00

O 0>




300. APDCD1 Ex.1 SD OT1 + Pulse
Gi9Tyg Gg T7 CsCs5 Ay T3 G, Cq Ci Gy G3 C4 Cs As C; Cg Ty Gy Ayy Giz Az Ay Cis Cig Az Tyg Cyg Cyp Tz Gap Gz

Indel
A 0 0 o1 o1]0 01 01 01 0 02 0 0 o188 0.2 8950897 06 0.1 04 01
c 1.2 [G9BNE88] 03 01 09 01 03 02 05 02
G 0 o o o1 o o 02[684 o7 B8l o1 o1 o o0 01 02 0 o0
T 0 0o o o1 o o [B98l14 04 1 o o o o o1 [8@8lo1 o

301. APDCD1 Ex.1 SD OT2 + Pulse
GiTyg Cg T7 G As Cyq T3 G,Cq Al Co C3 Ty G5 As C; Cg Ty Ao Ay Giz Az Ay Cis Cig Az Tyg Cqg Cy Az G Gz

0 0o o0 o0 o 0
o o260 o1 o o
o o

o [888] 02 o
0o

0 02 0 o o o ot1[f8ot o1 o o

01 0 o o[B8l o 0o o o o 0o o

40>

302. APDCD1 Ex.1 SD OT3 + Pulse
ApAgCsg T7CsTs Ay G3CyCq C T T3 Ci Ts As Tr Cg To Cio At Giz Az Ay Cis Cis Atz Tig Cro Co Az Goo Gos

Indel
A 0 [) ) o o] o
(o} o 0 0 0 0 0
G o 0188 o1 01 o o
T 0 0 01 0 0 0 0 0 0
303. APDCD1 Ex.1 SD OT4 + Pulse
G19Ag Ag Gy T G5 Cq4C3CprAq Tt Ap C3 C4 Cs As G7 Cg Ty Cio Ay Gi2 Az Ay Cis Cig A1z Tyg Cqg Cy T21 Gz Gz el
nae

01 0 01-01
02 0.1
o o

oooooo-o

4O 0>

304. APDCD1 Ex.1 SD OT5 + Pulse
GioTo Tg C7CsCs5 Ay T3 C Ay Ci Ap C3 Ty C5 As Cr Tg To Ao At Giz Tiz Ay Cis Cis Atz Tig Cr9 Co Tor Gaz Gos

A 0 0 o0 01 01 01 0o o2 0 o o 9991998 o o 999 o.1

c 2 o B8l o1 o o o o 01 o0

G 0o 0 0 0 01 0 0O 0 01 o041 0 0 o0 o0
T 0o G5B 0o o o [598ME8El o o ot 00 od

305. APDCD1 Ex.1 SD OT6 + Pulse
CioTo Tg G7 G As Ay Az Ay Ay Ci Ay C3 Ay As As C; Cg Ty Gig Ay Giz Az Ay Cys Cie Az Tig Cig Gop Az Gz Ga

Indel
A 0 A . 5 . 5 A 0 0 0
C 0 0
G 02 02 02 02
T 0 0 0 0 . 0 0

306. A PDCD1 Ex.1 SD OT7 + Pulse
T4 Co9Csg Ay T Cs5 T4 C3 Ay Cqy Cy Ay C3 Cy Ts Co C; Ag To Tio Ti1 Giz Az Ags Cis Cig Az Tig Cig Co T2t Gz G

0 o0 o
0.1 02-01

0 0o 01 0 0.1

40>

307. APDCD1 Ex.1 SD OT8 + Pulse
Ao Ag Ag A7 Ag G5 C4 A3 A C4 Ci Ay C3 C4 Cs Ag C7 Cg Tg Agg Atg Giz Ciz A Cis Cis Atz Tig Cro Too Azr Gz Gos

o2 688l 0 o 0-
o %09 100 o-o—-m-o
0 0001-0 01 0

0
o o o888l o o o o 0o o

o

- ® 0>
o
o




308. APDCD1 Ex.1 SD OT9 + Pulse

GoAg Tg G7 G As Ty C3 A C4 Cy Ay C3 C4 Ts Tg C; Ag To Cio Atg Giz Az A Cis Cis Atz Tig Cro Too G21 Gz Gos
Indel

o T o
0 0 0.1 0
02 041 0 0.1 0 0 0.2 0 0

02688 o o o

-0 >

o
o
o

309. APDCD1 Ex.1 SD OT10 + Pulse
GiTyg Tg C7Cs As G4 Az Ay Cq Ci Ay G3 C4 Ts As Tz Cg Ty Cio Ay Giz Az Ay Cis Cig Tiz Tyg Cqg Cy T21 Gap Gz

0 o o [898 o
o il 01 o o [ o: o o
B8 o o 0.

0

40>

310. APDCD1 Ex.1 SD OnT + Cas9 mRNA

C19C9GgCr7CsGs5AsC3CCq Cy Ab C3 C4 Ts As Cr Cg Ty Agg Ay Giz A1z Ay Cis Cis Az Tyg Cig Cop T2y Gz G el
nae

A o 0 0 o 9958 o1 -_-02 02 o

c 0 0 0.3-0.1 02 0 02 04 12 03

G 0 o . 0 0 01 0 0 02-01 01 03 01 05 03 03 02
T 0 0 0 0 0 o0 o0 0[O0 0 o2 02-02 06 06 [898] 01 02 03 01 0 02 o4 [898] 02 o2

311. APDCD1 Ex.1 SD OT1 + Cas9 mRNA
GipTo G T7 C Cs5 Ay T3 G, Cq Cy Gy G C4 Cs As C; Cg Ty Gy Ay Giz Atz Ay Cis Cig Az Tyg Cig Cy T2q Gzz Gas

Indel
0 o o o1 0]o0 01 0o o o098 0 o0 o o01]897 o |9960998] 0.1 o
12 01 01 0 -0.2-0.2 0 01 0 02 01

0 0 01 0 0 o 0 01 0 0 02-02 0.1 0
0 0 o 03 01]01 01 02 01 _0 0 0 0 02 0 o 0 o0 o0

312. APDCD1 Ex.1 SD OT2 + Cas9 mRNA
GioTo Cg T7 G As Cqy T3 G2Cq Ay Co C3 Ty Gs As C; Cg To Agg At Giz Az Ay Cis Cis Atz Tig Cr9 Co Az Goz Gos

4O 0>

A o 0 0 o 0 o [998] o o -_- 02 o

c o1 {8l o o o 0 0 - 0.1 0 02 0

G 4 0o o [H60 o2 o 01 0 01 01 02 04 04 01 01 0 0
T 00 o0 01_0 0 0 - 0 0 o o o o1 o o [B@o2 o

313. APDCD1 Ex.1 SD OT3 + Cas9 mRNA
AgAgCg T7CsTs Ay G3CyCyq Cp T Ty C4 Ts As Tz Cg Ty Cio Aq Gi2 Az Ay Cis Cig Az Tyg Cqg Cy Az G Gz

Indel
A o o - 0 - - 0.4 o o] o
c 01-01 01-02 -01 0o o
G 0 0 0 0 0.
T 0 0 0000100000-0 0 0
314. APDCD1 Ex.1 SD OT4 + Cas9 mRNA
GioAg Ag G7 T G5 Cyq C3Cy Ay Ty Ap C3 C4 Cs As G Cg To Cio At Giz Az Ay Cis Cis Atz Tig Ci9 C Tar Gaz Gos el
nae

0.1

01 0 01- 0
02 0.1
o o

02 0.1 0

‘0-0000101000-0

40>

315. APDCD1 Ex.1 SD OT5 + Cas9 mRNA
GioTo Tg C7CsCs Ay T3 Co Ay Ci A C3 Ty Cs As C7 Tg To Agg At Giz Tiz Ay Cis Cis A1z Tig Ci9 C Tar Gz Gas

01 0 0 01 01 01088 o 0 o0 010898 0 o0 o |999.898 o o0 [00) 01
0o o2 o1 [S5ENGSENGEE o oz-o ; 0

0 0 0 01 0.1

0.1000-00

O 0>




316. APDCD1 Ex.1 SD OT6 + Cas9 mRNA

-0 >

C0Ts Tg G7 G

As Ay A3 Ay Ay Cy Ay C3 Ay As As C; Cg Tg Gig Ay Giz Az Ay Cis Cis Az Tig Cig Gop Ay Gz Ga

Indel
01 01 0 0 o o o o] o
o 0 0 -02 0 01 o 0 o0 0 0
04 02 02 0.1 [888] o3 -02 0.2 0
0o o o o o [B8lo1 o 0o 0 0 0 00

317. APDCD1 Ex.1 SD OT7 + Cas9 mRNA
T1Co9Cg Ay T Cs5 T4 C3 Ay Cy Cy Ay C3 Cy Ts Co C; Ag Tg Tio Ti1 Giz Az Agg Cis Cig Az Tig Cig Cy T2t Gz G

40>

0o J999] 0 o o o [9981898 0 o

0o 01 0 0 0 0 0

o [888] 01 01 o0
1

318. APDCD1 Ex.1 SD OT8 + Cas9 mRNA
Ao Ag Ag A7 Ag G5 Cqy A3 A Cq4 Cy Ay C3 C4 Cs As C7 Cg To Agg Agg Giz Ciz Ay Cis Cis Atz Tig Cro Tao Az Gao Gos

0>

---01-0
0 0 0

319. APDCD1 Ex.1 SD OT9 + Cas9 mRNA
GioAg Tg G7 G As T4 C3 A3 Cq Cy Ay C3 Cy Ts Te C; Ag To Cio At Giz Az Ay Cis Cis Atz Tig Cro Tao G21 Gz Gos

4O 0>

Indel

0 0

o o 897 o
020101-0000000-00-000100000

0.1 0.1
01 01 0 02 © 0o 01 0 0 041

320. APDCD1 Ex.1 SD OT10 + Cas9 mRNA
GioTo Tg C7Cs As G4 Az A Cq4 Cy Ay Gy C4 Ts As Tr Cg To Cio At Giz Az Ay Cis Cis Tiz Tig Cro Co Tor Gaz Gos

40>

o o o888 o 01 o0 o0 0 0.1
o [688] o1 o o2 [888] o1 0 0o 0 o
B8l o o o o o o o o1 [HEN ot 01 o

321. APDCD1 Ex.1 SD OnT + BE4 mRNA
C19C9GgCsCsGs5A4C3C2Cq Ci A C3 C4 Ts As Cr Cg Ty Agg Ay Giz A1z Ay Cis Cig Az Tyg Cig Cop T2y Gzo Gz

0>

0.1

0.1

02 0 02 02
0

0 0
01 01 0.1 01

01 [89%8] 57 57 0.1 [99.70996] 0 99719955 0.1 0.1 0.1

041 03 241203 0 02 04 0 02 04 06 0.1
0 01 0 04 02 0 3 8 o1 01 o [@88lo1 o o o o1 04 0 0O

0 01 117 2410598 o [GASNEANGSE] 0o o o o o o1 o o1 [ o3 o

0.3 [898] 02 0.1

0.1 03
01 0 0 0
02 01 01 01 0.1

322. APDCD1 Ex.1 SD OT1 + BE4 mRNA
G0 Ty GgT7CsCs5 Ay T3G2Cq Cy G G3 C4 C5 As C7 Cg Tg Gio At Giz Az Ay Cis Cis Atz Tig Ci9 C Tar Gaz Gos

40>

Indel

0 01 04 . 01 0 -01 o 98] 0.2 [6958169%8] 0.6 0 03 01

27 0 0.1 - 03 01 05 0 01 01 05 02
0 01 0.1 o o0 02 08 @8 01 o1 0o 0 o0 02 o
010 1 o o 09 02 04 0 0 0o o o1 |88 01

323. APDCD1 Ex.1 SD OT2 + BE4 mRNA
GipTo Cg T7 Gg As C4 T3 G, C4 Ay Cp C3 T4 Gs As C; Cg Ty Agg Ay Giz Atz Ay Cis Cis Az Tyg Cig Cyp Azr Gz Gas

O 0>

0
0

0 03

02-01 0.1

0.1

o-oz o o [888] o

01_0 o 0-02 o1 o [HGONGSS| o [EBENGES] o o
-01 -0.1 0 0 0 o0 o0

0.1 0 -01 02 01 0o o o1[@88lo1 01 o o
001 01-01 0o 09 06898 0o o 01 0o 0 0 o

0 0 041
01 0

0 01888l o o1




324. APDCD1 Ex.1 SD OT3 + BE4 mRNA
T, T3 C4 Ts As T7 Cg Tg Cip Ayr Giz Atz Ay Cis Cie Az Tig Cig Coo Ay Gz Ga

Indel
A 0 0 0 0
C 0.1 0 0
G 0
T 0 0

325. APDCD1 Ex.1 SD OT4 + BE4 mRNA
GoAg Ag G7 T G5 Cy C3Cy Ay Ty A C3 C4 Cs As G Cg To Cio Ay Giz Az Ay Cis Cis Atz Tig Cr9 Co Tog Gzz Gos

02 0 o 01
-0.1 01 0 0
0o

0-000.100

40>

326. APDCD1 Ex.1 SD OT5 + BE4 mRNA
GioTo Tg C7CsCs5 Ay T3 C Ay Ci A C3 Ty C5 As C; Tg To Ao At Giz Tiz Ay Cis Cis Atz Tig Cr9 Co Tor Gaz Gos

A 0o 0 o

(o} 0.1

G ) 0o o 0
T 0 0 o o_[SSeINGe] o

327. APDCD1 Ex.1 SD OT6 + BE4 mRNA
CioTo Tg G7 G As Ay Az Ap Ay Cy Ay C3 Ay As Ag C; Cg Tg Gig Ay Giz Az Ay Cis Cig Atz Tig Crg Gop Az Gz G

Indel
A o o] o
c 0 o0
G
T 0 0
328. APDCD1 Ex.1 SD OT7 + BE4 mRNA
T Co9Csg Ay T Cs5 T4 C3 Ay Cy Cy Ay C3 Cy Ts Co C; Ag Tg Tio Ti1 Giz Az Ags Cis Cig Az Tqg Cig Co T2t Gz G el
nae

0 01 ) 1] o 10 o o0 o0 o [59809898 o o1

01 03 [688] o2 . . . 01 01 0 0 0 01 01
01 0 0 01 . o o 01 01 o B8 o1 01 o o

329. APDCD1 Ex.1 SD OT8 + BE4 mRNA

Ao Ag Ag A7 Ag G5 Cqg A3 A Cq Cy Ay C3 C4 Cs As C7 Cg To Agg At Giz Ciz Ay Cis Cis Atz Tig Cro Tao Az Goo Gas el
nae

0>

330. APDCD1 Ex.1 SD OT9 + BE4 mRNA

GioAg T G7 G As T4 C3 A3 Cq Cy A C3 C4 Ts Te C; Ag To Cio At Giz Az Ay Cis Cis Atz Tig Cio Tao G21 Gz Gos el
nae

40>

331. APDCD1 Ex.1 SD OT10 + BE4 mRNA
GioTo Tg C7Cs As G4 A3 A Cq Ci A G3 C4 Ts As Tr Cg To Cio At Giz Az Ay Cis Cis Tiz Tig Ci9 Co Tar Gz Gas

Indel
A 0 o o 899 o 0 0 0 o o o
o] o o [HGoN o1 o 02-01 0 0 o0 0 0
G 01888 o o o 0o o0 01-0.1 01 0
T 0o Omo 00 0 0 0 00




