Descriptions of Additional Supplementary Files
File Name: Supplementary Data 1 
Description: The Q value was calculated by STRUCTURE software to differentiate subpopulation. The Q value of each individual was regarded as a covariant for GLM.
[bookmark: _GoBack]File Name: Supplementary Data 2
Description: Primers in this study. Primers used in gene cloning, mutant detection, ChIP-PCR, real time PCR analysis and construction of vectors.
