Description of Additional Supplementary Files

Title: Supplementary Data 1. The top 10 enriched genes in each cluster. For each cell type cluster 7 identified by Seurat analysis, the top ten genes distinguishing that cluster from all other cells are shown, 8 as calculated by the FindAllMarkers function. The p-values (p_val) were calculated using a Wilcoxon 9 Rank Sum test, two-tailed, and were adjusted for multiple measurements using Benjamini-Hochberg 10 (p_val_adj). 11 12 
[bookmark: _GoBack]Title: Supplementary Data 2. A list of differentially expressed genes between Xeno MG and mouse 13 microglia. Gene expression differences between human and mouse microglial clusters were calculated 14 by the Seurat FindMarkers function. The p-values (p_val) were calculated using a Wilcoxon Rank Sum 15 test, two-tailed, and were adjusted for multiple measurements using Benjamini-Hochberg (p_val_adj).
