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Ethics oversight

For the scRNA-seq experiments, the sample size was chosen by cell numbers. More than one pair of lymph gland primary lobes were covered
with proper cell number. For lymph gland experiments, a minimum of three independent experiments was conducted.

Outliers were excluded in the datasets where scRNA-seq data and Bulk RNA seq data were compared. Except for this, all data sets were
included in this manuscript.

A minimum of three independent experiments was performed.

When performed the experiments, samples were randomly chosen for experiments.

A person who analyzed data (Sang-Ho Yoon) is different from one who performed experiments (Bumsik Cho and others). Sample preparation
was performed by Bumsik Cho and running the Drop-seq machine was performed by Sue Young Oh.

lozenge (DSHB, 1:10, Mouse), Antp (4C3, DSHB, 1:10, Mouse), Dl (C594.9B, DSHB, 1:10, Mouse), L1 (I.Ando, 1:100, Mouse), col
(M.Crozatier, 1:400, Mouse), Ubx (FP3.38, DSHB, 1:10, Mouse), nc82 (DSHB, 1:10, Mouse), NimC1 (I.Ando, 1:100), Pxn(1:2000,
Rabbit), GFP (Sigma Aldrich; G6539; 1:2,000, Mouse) and F-actin (ThermoFisher; A34055, 1:100). Cy3-, FITC- or Alexa Fluor 647-
conjugated secondary antibody(115-165-166, 711-165-152, 115-095-062, 711-095-152, 715-605-151), DIG-biotin antibody (Jackson
Immunoresearch; 200-062-156).

Most of the antibodies used in this study are previously validated. Expression of the Ubx antibody (FP3.38, DSHB, 1:10) in hemocytes
was first shown in this study. To validate the Ubx antibody, we used RNAi against Ubx and showed that Ubx expression in the
hemocyte is decreased.

Drosophila melanogaster

No wild animal was used in this study.

No field collected sample was used in this study.
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