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Source data are provided with this paper. All other data are available in the main text, the Supplementary Information, or from the corresponding author upon
request. Plasmids from Addgene (#10822 [https://www.addgene.org/10822]) were used in this study.

No sample-size calculation was performed. For all measurements, at least three biological replicates (i.e. independent samples) were analyzed
as this is the standard in the field. In each biological replicate, two technical replicates were included. Based on the resultant standard
deviation across measurements, sample sizes were considered as appropriate. Cellular responses were sufficiently robust to observe clear
results for light-induced effects which set them apart from the controls.

No data were excluded from the analysis. Some samples for technical replicates depicted in Supplementary Fig. 20 could not be evaluated as
the Watson pragmatic algorithm could not be applied to these samples by the software (FlowJo 9.6.3).

All experiments were repeated in a minimum of 3 biological replicates to ensure reproducibility and all attempts at reproduction were
successful. All replications yielded similar results; no replication failed. The Photomask experiment was performed once.

Not relevant, because the study did not involve experiments on animals or humans. All experiments were conducted with purified

components, in bacterial culture or in mammalian cell culture.

The identity of SHCB1, SHCB1m, SHCDK1, SHCDK1m and SH3 which are shown in Fig. 3b, d and Supporting Figure 7 and 9 were blinded and
double-blinded in one experiment, each. Since all cell cultures, treatments and measurements were performed under identical conditons, no
further blinding was applied.

1. CDK1: mouse anti-cdc2, Cell Signaling, POH1, #9116;

2. GAPDH: mouse-anti-GAPDH, Santa Cruz Biotechnology, sc-47724;

3. Cyclin B1: goat anti-Cyclin B1, R&D Systems, AF6000;

4. IRDye 800CW goat anti-mouse (Li-cor 926-32210);

5. IRDye 800CW donkey anti-goat (Li-cor 926-32214);




